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SEQUENCE LISTING 

<110> Vanaja, Donkena Krishna 
Young , Charles Y. F. 

<120> Methods And Compositions For Diagnosis, Staging and Prognosis of 
Prostate Cancer 

<130> 61835-2 

<140> US 

<141> 2004-07-14 

<150> US 60/487,553 
<151> 2003-07-14 

<160> 52 

<170> Patentln version 3.2 

<210> 1 

<211> 3614 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (41) . . (1399) 

<400> 1 

gctacaagat gaccactgag gattacaaga agctgtgagt atg caa cgc cag gca 55 

Met Gin Arg Gin Ala 
1 5 

ccc tac aat ate agg cgc age tct aca tea ggg gac acc gag gag gag 103 
Pro Tyr Asn lie Arg Arg Ser Ser Thr Ser Gly Asp Thr Glu Glu Glu 
10 15 * 20 

gag gag gag gag gtg gtg cca ttc tec tea gat gaa cag aaa egg agg 151 
Glu Glu Glu Glu Val Val Pro Phe Ser Ser Asp Glu Gin Lys Arg Arg 
25 30 35 

tea gag get gca age ggt gtt ctg agg agg aca get ccc egg gag cac 199 
Ser Glu Ala Ala Ser Gly Val Leu Arg Arg Thr Ala Pro Arg Glu His 
40 45 50 

tec tac gtc ctg tea gcg gee aag aag age act ggc agt cct acc cag 247 
Ser Tyr Val Leu Ser Ala Ala Lys Lys Ser Thr Gly Ser Pro Thr Gin 
55 60 65 

gag aca cag gca ccg ttt ate gcg aag agg gtg gag gtg gtg gaa gag 295 
Glu Thr Gin Ala Pro Phe lie Ala Lys Arg Val Glu Val Val Glu Glu 
70 75 80 85 

gac ggg cct tct gag aag age cag gac cca cct get ctg gca aga tec 343 
Asp Gly Pro Ser Glu Lys Ser Gin Asp Pro Pro Ala Leu Ala Arg Ser 
90 95 100 

act cct ggc tea aac age tea aga ggt gag gaa att gtc cgc ctg cag 391 
Thr Pro Gly Ser Asn Ser Ser Arg Gly Glu Glu lie Val Arg Leu Gin 
105 110 115 

ate ctg aca ccc agg gca gga etc cgc ctg gtg gee cca gac gtg gaa 4 39 
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He Leu Thr Pro Arg Ala Gly Leu Arg Leu Val Ala Pro Asp Val Glu 
120 125 130 

ggc atg age tec agt gec act tea gtc tct get gtc cct get gat agg 487 
Gly Met Ser Ser Ser Ala Thr Ser Val Ser Ala Val Pro Ala Asp Arg 
135 140 145 

aag age aac age aca gca gec cag gag gat gca aag gca gac cca aag 535 
Lys Ser Asn Ser Thr Ala Ala Gin Glu Asp Ala Lys Ala Asp Pro Lys 
150 155 160 165 

ggg gee ttg get gat tgt gag ggg aag gat gta ccc ace agg gtc gga 583 
Gly Ala Leu Ala Asp Cys Glu Gly Lys Asp Val Pro Thr Arg Val Gly 
170 175 180 

gag gee tgg cag gag agg cct gga get cca aga ggt ggc caa gga gac 631 
Glu Ala Trp Gin Glu Arg Pro Gly Ala Pro Arg Gly Gly Gin Gly Asp 
185 190 195 

cca get gta ccc get cag caa cct gca gat ccc age acc cca gag egg 679 
Pro Ala Val Pro Ala Gin Gin Pro Ala Asp Pro Ser Thr Pro Glu Arg 
200 205 210 

cag age age ccc age gga tct gag caa ctt gtc aga cga gag agt tgt 727 
Gin Ser Ser Pro Ser Gly Ser Glu Gin Leu Val Arg Arg Glu Ser Cys 
215 220 225 

ggc agt age gtg ttg act gat ttt gag ggg aag gat gtg gee acc aag 775 
Gly Ser Ser Val Leu Thr Asp Phe Glu Gly Lys Asp Val Ala Thr Lys 
230 235 240 245 

gtc gga gag gee tgg cag gac agg cct aga gee cca aga ggt ggc caa 823 
Val Gly Glu Ala Trp Gin Asp Arg Pro Arg Ala Pro Arg Gly Gly Gin 
250 255 " 260 

gga gac cca get gta ccc act cag caa cct gca gat ccc agt acc cca 871 
Gly Asp Pro Ala Val Pro Thr Gin Gin Pro Ala Asp Pro Ser Thr Pro 
265 270 275 



gaa cag cag aac age ccc age gga tct gag caa ttc gtc aga cga gag 
Glu Gin Gin Asn Ser Pro Ser Gly Ser Glu Gin Phe Val Arg Arg Glu 
280 285 290 



919 



age tgc acc age agg gtg agg age ccc teg age tgc atg gtc act gtt 967 

Ser Cys Thr Ser Arg Val Arg Ser Pro Ser Ser Cys Met Val Thr Val 
295 300 305 

act gtc act gee aca tct gag cag cct cac att tat att cca gee ccc 1015 

Thr Val Thr Ala Thr Ser Glu Gin Pro His He Tyr He Pro Ala Pro 

310 315 320 325 

gca agt gaa ttg gac tec age tct acc acc aaa ggg att etc ttc gtg 1063 

Ala Ser Glu Leu Asp Ser Ser Ser Thr Thr Lys Gly He Leu Phe Val 
330 335 340 

aag gag tac gtg aat get agt gaa gtg tct tct ggg aag cca gta tct 1111 

Lys Glu Tyr Val Asn Ala Ser Glu Val Ser Ser Gly Lys Pro Val Ser 

345 350 355 

gca cgc tat age aac gtc age age att gag gac tea ttc gee atg gag 1159 

Ala Arg Tyr Ser Asn Val Ser Ser He Glu Asp Ser Phe Ala Met Glu 
360 365 370 

aag aag cct cca tgt ggc age act cca tac tct gag agg aca act gga 1207 
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Lys Lys Pro Pro Cys Gly Ser Thr Pro Tyr Ser Glu Arg Thr Thr Gly 
375 380 385 

ggg ate tgt act tac tgc aac cgt gag ate cga gac tgt cca aag att 1255 
Gly lie Cys Thr Tyr Cys Asn Arg Glu He Arg Asp Cys Pro Lys He 
390 395 400 " 405 

acc eta gaa cat ctt ggt ate tgc tgc cat gaa tat tgc ttt aag tgt 1303 
Thr Leu Glu His Leu Gly He Cys Cys His Glu Tyr Cys Phe Lys Cys 
410 415 " 420 

ggg att tgc agt aaa ccg atg ggc gat etc ctg gat cag ate ttc att 1351 
Gly He Cys Ser Lys Pro Met Gly Asp Leu Leu Asp Gin He Phe He 
425 430 435 

cac cgt gac acc att cac tgt ggg aaa tgc tat gag aag etc ttc tag 1399 
His Arg Asp Thr He His Cys Gly Lys Cys Tyr Glu Lys Leu Phe 
440 445 "* 450 

cgacccccca ccgccaggct gatcagaagc tgatgactcg tggacaaatt tggctgtccc 1459 

cagttttgee ecaagttget gtctcccctt ccctcacctc ctccctccct gtttgatttc 1519 

ttcatgcttt tgcccttctc aagttgaagt tgeatacate caatategta tcttaatgat 1579 

gctatgataa ttgcttgtgt gtgtagcttc ttgtagctta gaaagegett tatgeccatg 1639 

atgtcatttc aggctcaacc aaagaggatc aaacaggaat tccatcttgg cttccctaag 1699 

acagattggc tttctaatga gtttaagtgg gcagaagtgt agggttcagt gtgtcctgac 1759 

tcccttgagg cttataatgg gccaagttga agactgttga tgatccctgg tgggtaaatt 1819 

gcagacatca aatgctaggg attggcatag gctagtgttt agcttgtcta tttgecatat 1879 

ctattttttt aaatttccat acacttgtaa aagtagttag ttgcttttga ttgagttata 1939 

tagcagtttt tcatttggtc ttccactcac cgttcactat atttgagtgt tcccttacag 1999 

gtatgttggc atgtgttgga aaatttacac aattaggttt aaattcagta ggatgtgatt 2059 

ttgggggtgg actgatcaaa gtgatatctg tgtctgttgg aatcttgata gctgattaat 2119 

ttgccctcaa ttctgctccc tgaacttcac acataaatct tcccaagtgg gttttagggt 2179 

gtatagatcc cagcaggatt aaggaagtgg aaaagcagct aacatttctt gaggctctac 2239 

cacatagcag gcactgtcac agagtaatgg cattaatccc cataataatc ctgtgaaggt 2299 

gatattctca tcccatctta gacatgagga tattggaact cagagaggtg getattgeat 2359 

tgegcagaac gctacagagc ccatgctctt cccagagcag cacccacaaa agcaagcatt 2419 

gattttgtgc tcagtgtgtg ccaagcactg tgcagagggt acacagttcc tgccaggtta 2479 

acaccctccc ttcaggcctc ccaaaggcat aggcttgeaa agagcagaag gtgtgaaatc 2539 

acactcttcc tctgggcatc ctggatccct gaattatccc cccccccatg aagtacttca 2599 

agggecaage tgcccctttc cctcctctcc geccatgaaa atgcctccaa actgagatgc 2 659 

tttcagctga gaacagattt gactcacaga cattaccaaa gaggagcttg tgaatccagg 2719 

aaaagctcca gggggctagc tgatctgagc agagagcttt cagtgaccca ttttcctgtc 2779 
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ragactctgc 


cttaagctag 


tggcaactgc tggggcccca ggtacttggg 


acatggaaac 


2839 


tcgttggatg 


gctgggcaga 


tgtaagcctg tccatgcagt 


cagcega tec 


tetgetcagg 


2899 


ttcagctgga 


ctctgccatc 




gcdicactct 


gtaagt t cct 


tgaaaggaag 


2959 


aacaacctta 


gagtatttct 


n a ^~ t~* a a a a ^ 
ydLduadddU 


gagggectet 


get cttgatt 


taattataaa 


3019 


atgtctacgt 


ctttctccag 


4"* 4™ ^ ^* —\ /^>i 

LLtctgagcc 


ct at gcacat 


tggcttgtgg 


gcttgttctt 


3079 


cctgccaaat 


gatcagagag 


ggaacat tec 


atttatttgt 


agtggattt c 


ctctggaggg 


3139 


catgtaccca 


cactaaatac 


caactgctct 


tcctcagctg 


tagtccccaa 


catcagactt 


3199 


ggcacgtggt 


ggacactaac 


acacaggcac 


tcaatgaatg 


agtgaaggaa 


ataaaagtca 


3259 


ccccccgttg 


gtgagaaggt 


gcctatcccc 


ctgagtcctc 


agtgcaggac 


cagtggatga 


3319 


aaggcaaggt 


aaagaggccc 


aagataggct 


ggcttccccc 


gttcaaggta 


tagtctgect 


3379 


ttaagggagt 


tttagaacca 


acatgeaaga 


cattgaaaga 


aatcttgcaa 


gagecattat 


3439 


tgacttagat 


ccaaaacagc 


ctctctcatg 


tctaaaaagg 


cacagaattt 


tgcagatctg 


3499 


aggaagaggg 


atgcattacc 


tttttgette 


ttttcaattg 


cttagtgttt 


ctaatcatac 


3559 


ttaatccaca 


ctaatgtgcg 


caattataat 


aaatgctaaa 


atatcaaaaa 


aaaaa 


3614 



<210> 2 

<211> 452 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Gin Arg Gin Ala Pro Tyr Asn lie Arg Arg Ser Ser Thr Ser Gly 
15 10 15 

Asp Thr Glu Glu Glu Glu Glu Glu Glu Val Val Pro Phe Ser Ser Asp 
2 0 25 30 

Glu Gin Lys Arg Arg Ser Glu Ala Ala Ser Gly Val Leu Arg Arg Thr 
35 4 0 4 5 

Ala Pro Arg Glu His Ser Tyr Val Leu Ser Ala Ala Lys Lys Ser Thr 
50 55 60 

Gly Ser Pro Thr Gin Glu Thr Gin Ala Pro Phe lie Ala Lys Arg Val 
65 70 75 " 80 

Glu Val Val Glu Glu Asp Gly Pro Ser Glu Lys Ser Gin Asp Pro Pro 
85 90 95 

Ala Leu Ala Arg Ser Thr Pro Gly Ser Asn Ser Ser Arg Gly Glu Glu 
100 105 110 
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lie Val Arg Leu Gin lie Leu Thr Pro Arg Ala Gly Leu Arg Leu Val 
115 120 125 

Ala Pro Asp Val Glu Gly Met Ser Ser Ser Ala Thr Ser Val Ser Ala 
130 135 140 

Val Pro Ala Asp Arg Lys Ser Asn Ser Thr Ala Ala Gin Glu Asp Ala 
145 150 155 160 

Lys Ala Asp Pro Lys Gly Ala Leu Ala Asp Cys Glu Gly Lys Asp Val 
165 170 175 

Pro Thr Arg Val Gly Glu Ala Trp Gin Glu Arg Pro Gly Ala Pro Arg 
180 185 " 190 

Gly Gly Gin Gly Asp Pro Ala Val Pro Ala Gin Gin Pro Ala Asp Pro 
195 200 205 

Ser Thr Pro Glu Arg Gin Ser Ser Pro Ser Gly Ser Glu Gin Leu Val 
210 215 220 

Arg Arg Glu Ser Cys Gly Ser Ser Val Leu Thr Asp Phe Glu Gly Lys 
225 230 235 ' 240 

Asp Val Ala Thr Lys Val Gly Glu Ala Trp Gin Asp Arg Pro Arg Ala 
245 250 255 

Pro Arg Gly Gly Gin Gly Asp Pro Ala Val Pro Thr Gin Gin Pro Ala 
260 265 270 

Asp Pro Ser Thr Pro Glu Gin Gin Asn Ser Pro Ser Gly Ser Glu Gin 
275 280 285 

Phe Val Arg Arg Glu Ser Cys Thr Ser Arg Val Arg Ser Pro Ser Ser 
290 295 300 



Cys Met Val Thr Val Thr Val Thr Ala Thr Ser Glu Gin Pro His lie 
305 310 315 320 

Tyr lie Pro Ala Pro Ala Ser Glu Leu Asp Ser Ser Ser Thr Thr Lys 
325 330 335 

Gly lie Leu Phe Val Lys Glu Tyr Val Asn Ala Ser Glu Val Ser Ser 
340 345 350 

Gly Lys Pro Val Ser Ala Arg Tyr Ser Asn Val Ser Ser lie Glu Asp 
355 360 365 
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Ser Phe Ala Met Glu Lys Lys Pro Pro Cys 



370 375 



Gly Ser Thr Pro Tyr Ser 
380 



Glu Arg Thr Thr Gly Gly lie Cys Thr Tyr 
385 390 



Cys Asn Arg Glu lie Arg 
395 400 



Asp Cys Pro Lys lie Thr Leu Glu His Leu 
405 410 



Gly lie Cys Cys His Glu 
415 



Tyr Cys Phe Lys Cys Gly lie Cys Ser Lys 
420 425 



Pro Met Gly Asp Leu Leu 
430 



Asp Gin lie Phe lie His Arg Asp Thr lie 
435 440 



His Cys Gly Lys Cys Tyr 
445 



Glu Lys Leu Phe 
450 



<210> 3 

<211> 23 

<212> DNA 

<213> artificial sequence 
<220> 

<223> ZNF 185 forward primer 

<400> 3 

tggatgaaag gcaaggtaaa gag 23 

<210> 4 

<211> 26 

<212> DNA 

<213> artificial sequence 
<220> 

<223> ZNF 185 reverse primer 



<210> 5 

<211> 23 

<212> DNA 

<213> artificial sequence 
<220> 

<223> ZNF 185 probe 

<400> 5 

ccaagatagg ctggcttccc ccg 23 

<210> 6 

<211> 30 

<212> DNA 



<400> 4 

ttctaaaact cccttaaagg cagact 



26 
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<213> 



artificial sequence 



<220> 
<223> 



PSP94 forward primer 



<400> 6 

agtgaatgga taatctagtg tgcttctagt 



30 



<210> 


7 


<211> 


25 


<212> 


DNA 


<213> 


artificial sequence 


<220> 




<223> 


PSP94 reverse primer 


<400> 


7 


gcatggctac acaatcattg actat 


<210> 


8 


<211> 


23 


<212> 


DNA 


<213> 


artificial sequence 



<220> 

<223> PSP94 probe 



<210> 9 

<211> 20 

<212> DNA 

<213> artificial sequence 
<220> 

<223> BPAG1 forward primer 

<400> 9 

tcgctgaaag agcacgtcat 20 

<210> 10 

<211> 24 

<212> DNA 

<213> artificial sequence 
<220> 

<223> BPAG1 reverse primer 



<210> 11 

<211> 36 

<212> DNA 

<213> artificial sequence 
<220> 

<223> BPAG1 probe 



<400> 8 

cccaggccag gcctcattct cct 



23 



<400> 10 

agcaatctaa aacactgcag cttg 



24 
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<400> 11 

aatcaaagag aaagatataa attcgttccc acagcc 



36 



<210> 12 

<211> 20 

<212> DNA 

<213> artificial sequence 
<220> 

<223> Erg-2 forward primer 

<400> 12 

tcctgtcgga cagctccaac 20 



<210> 13 

<211> 18 

<212> DNA 

<213> artificial sequence 
<220> 

<223> Erg-2 reverse primer 



<210> 14 

<211> 24 

<212> DNA 

<213> artificial sequence 
<220> 

<223> Erg-2 probe 

<400> 14 

tgcatcacct gggaaggcac caac 24 

<210> 15 

<211> 21 

<212> DNA 

<213> artificial sequence 
<220> 

<223> 1W forward primer 



<210> 16 

<211> 20 

<212> DNA 

<213> artificial sequence 
<220> 

<223> 1W reverse primer 

<400> 16 

gcggggagga ccagcgttag 



<400> 13 

cgggatccgt catcttga 



18 



<400> 15 

gcgcagttcc gggtgtctgt c 



21 
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<210> 17 
<211> 19 
<212> DNA 

<213> artificial sequence 
<220> 

<223> 1M forward primer 
<400> 17 

gcgtagtttc gggtgtttg 19 



<210> 


18 




<211> 


23 




<212> 


DNA 




<213> 


artificial 


sequence 


<220> 






<223> 


1M reverse 


primer 


<400> 


18 





acgaaaaaaa ccaacgttaa eta 23 



<210> 


19 




<211> 


24 




<212> 


DNA 




<213> 


artificial 


sequence 


<220> 






<223> 


1U forward 


primer 


<400> 


19 





gtgtagtttt gggtgtttgt tagg 24 



<210> 


20 




<211> 


27 




<212> 


DNA 




<213> 


artificial 


sequence 


<220> 






<223> 


1U reverse 


primer 


<400> 


20 





caaaaaaaac caacattaac tattctc 27 



<210> 21 

<211> 21 

<212> DNA 

<213> artificial sequence 
<220> 

<223> 2W forward primer 

<400> 21 

cctgggactc cgtcagactg g 21 



<210> 22 
<211> 20 
<212> DNA 
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<213> artificial sequence 
<220> 

<223> 2W reverse primer 
<400> 22 

gacagacacc cggaactgcg 20 

<210> 23 

<211> 20 

<212> DNA 

<213> artificial sequence 
<220> 

<223> 2M forward primer 

<400> 23 

ttgggatttc gttagattgg 20 

<210> 24 

<211> 20 

<212> DNA 

<213> artificial sequence 
<220> 

<223> 2M reverse primer 

<400> 24 

aacaaacacc cgaaactacg 20 



<210> 


25 


<211> 


24 


<212> 


DNA 


<213> 


artificial sequence 


<220> 




<223> 


2U forward primer 


<400> 


25 



tgggattttg ttagattgga aagg 24 



<210> 


26 




<211> 


25 




<212> 


DNA 




<213> 


artificial 


sequence 


<220> 






<223> 


2U reverse 


primer 


<400> 


26 





ctaacaaaca cccaaaacta caeca 25 



<210> 27 

<211> 21 

<212> DNA 

<213> artificial sequence 
<220> 

<223> FABP5 forward primer 
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<400> 27 

ggagtgggat gggaaggaaa g 21 



<210> 


28 


<211> 


25 


<212> 


DNA 


<213> 


artificial sequence 


<220> 




<223> 


FABP5 reverse primer 


<400> 


28 


cactccacca ctaatttccc atctt 


<210> 


29 


<211> 


572 


<212> 


DNA 


<213> 


homo sapiens 


<220> 




<221> 


CDS 


<222> 


(33) . . (377) 


<400> 


29 



25 



gtacctgtct ataaggagtc ctgcttatca ca atg aat gtt etc ctg ggc age 

Met Asn Val Leu Leu Gly Ser 



53 



gtt gtg ate ttt gee ace ttc gtg act tta tgc aat gca tea tgc tat 101 
Val Val lie Phe Ala Thr Phe Val Thr Leu Cys Asn Ala Ser Cys Tyr 
10 15 20 

ttc ata cct aat gag gga gtt cca gga gat tea ace agg aaa tgc atg 14 9 

Phe He Pro Asn Glu Gly Val Pro Gly Asp Ser Thr Arg Lys Cys Met 
25 30 35 

gat etc aaa gga aac aaa cac cca ata aac teg gag tgg cag act gac 197 
Asp Leu Lys Gly Asn Lys His Pro He Asn Ser Glu Trp Gin Thr Asp 
40 45 50 55 

aac tgt gag aca tgc act tgc tac gaa aca gaa att tea tgt tgc ace 245 
Asn Cys Glu Thr Cys Thr Cys Tyr Glu Thr Glu He Ser Cys Cys Thr 
60 65 70 

ctt gtt tct aca cct gtg ggt tat gac aaa gac aac tgc caa aga ate 293 
Leu Val Ser Thr Pro Val Gly Tyr Asp Lys Asp Asn Cys Gin Arg He 
75 80 85 

ttc aag aag gag gac tgc aag tat ate gtg gtg gag aag aag gac cca 341 
Phe Lys Lys Glu Asp Cys Lys Tyr He Val Val Glu Lys Lys Asp Pro 
90 95 100 

aaa aag ace tgt tct gtc agt gaa tgg ata ate taa tgtgcttcta 387 
Lys Lys Thr Cys Ser Val Ser Glu Trp He He 
105 110 

gtaggcacag ggctcccagg ccaggcctca ttctcctctg gectctaata gtcaatgatt 447 

gtgtagccat gectatcagt aaaaagattt ttgagcaaac acttgaatat gtgtgtcctt 507 
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ttaatttata atttatgtat gcattgattt aatacacatt ataaagaata caaaacattt 567 
aaaaa 572 

<210> 30 

<211> 114 

<212> PRT 

<213> homo sapiens 

<400> 30 

Met Asn Val Leu Leu Gly Ser Val Val He Phe Ala Thr Phe Val Thr 
15 10 15 

Leu Cys Asn Ala Ser Cys Tyr Phe He Pro Asn Glu Gly Val Pro Gly 
20 25 30 

Asp Ser Thr Arg Lys Cys Met Asp Leu Lys Gly Asn Lys His Pro He 
35 40 " 45 

Asn Ser Glu Trp Gin Thr Asp Asn Cys Glu Thr Cys Thr Cys Tyr Glu 
50 55 60 

Thr Glu He Ser Cys Cys Thr Leu Val Ser Thr Pro Val Gly Tyr Asp 
65 70 75 80 

Lys Asp Asn Cys Gin Arg He Phe Lys Lys Glu Asp Cys Lys Tyr He 
85 90 95 

Val Val Glu Lys Lys Asp Pro Lys Lys Thr Cys Ser Val Ser Glu Trp 
100 105 ** 110 

He He 



<210> 31 

<211> 8930 

<212> DNA 

<213> homo sapiens 

<400> 31 

gaattccgga aagaaagaac atcgtttcag gaataaaaat gcacagtagt agttatagtt 60 

accgtagcag tgattctgtg tttagtaaca ctaccagcac tcgaaccagt cttgattcaa 120 

atgaaaatct tctcttggtt cattgtggtc caacactgat caactcttgc attagcttcg 180 

gcagtgaatc ctttgatgga cacaggttag aaatgttgca acagattgcc aacagagttc 240 

agagggacag tgtcatctgt gaagacaaac tgattcttgc tggaaatgct cttcagtctg 300 

attctaaaag attagaatca ggagtgcagt ttcagaatga agcagaaatt gctgggtata 360 

tacttgaatg tgagaacctt ttacgccagc atgtaattga tgtacagatt cttattgatg 420 
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gaaaatacta 


ccaggcagat 


caattggtac 


agagggttgc 


aaaactgcgt 


gacgaaatta 


480 


tggccttaag 


gaacgaatgt 


tcttctgtgt 


acagcaaagg 


acgcatactg 


acaacagaac 


540 


agacaaagct 


catgatatca 


ggaatcactc 


aaagtttaaa 


ctcaggattt 


gcacagacct 


600 


tacaccctag 


tctgacctca 


gggctgaccc 


agagtttaac 


accttcccta 


acctcttcta 


660 


gtatgacttc 


tggcctgtca 


tcagggatga 


cttcccgcct 


gactccatct 


gtcactccag 


720 


cttatacacc 


tggtttccca 


tcaggattag 


ttccaaattt 


cagttcagga 


gtagagccaa 


780 


attcattgca 


aactttgaag 


ttgatgcaga 


tccgaaaacc 


ccttctaaag 


tcttctttgc 


840 


tggatcaaaa 


tttaacagaa 


gaagaaatca 


atatgaaatt 


tgttcaggat 


cttttgaatt 


900 


gggttgatga 


gatgcaggta 


caactggacc 


gcactgagtg 


gggctcagat 


ttgccaagtg 


960 


ttgaaagcca 


tttagaaaat 


cataaaaatg 


ttcatagagc 


tattgaagaa 


tttgaatcta 


1020 


gtctcaaaga 


agctaaaatc 


agtgagattc 


aaatgacagc 


acctcttaaa 


ctgacttatg 


1080 


cagaaaagtt 


gcacagatta 


gagagtcagt 


atgcaaaact 


cttgaataca 


tccaggaatc 


1140 


aagaacggca 


ccttgataca 


ctccataatt 


ttgtaagtcg 


tgcgactaat 


gaacttattt 


1200 


ggttgaatga 


aaaagaagag 


gaggaagttg 


cttatgactg 


gagtgagaga 


aacaccaaca 


1260 


tagctaggaa 


aaaagattat 


catgctgaat 


taatgagaga 


acttgatcaa 


aaggaagaaa 


1320 


atattaaatc 


agttcaggag 


atagcagagc 


agctacttct 


agaaaatcat 


ccagcccggt 


1380 


taactattga 


ggcctacaga 


gcggcaatgc 


agacgcagtg 


gagctggatc 


ttacagctct 


1440 


gccagtgtgt 


ggagcagcac 


ataaaggaga 


acacagcgta 


tttcgagttt 


ttcaatgatg 


1500 


ccaaagaagc 


tactgattac 


ttaaggaatc 


taaaagatgc 


cattcagcgg 


aagtacagct 


1560 


gtgatagatc 


aagcagcatt 


cacaagctag 


aagaccttgt 


tcaggaatca 


atggaagaga 


1620 


aagaagaact 


tctgcagtac 


aaaagcacta 


tagcaaacct 


aatgggaaaa 


gcaaaaacaa 


1680 


taattcaact 


gaagccaagg 


aattctgact 


gtccactcaa 


aacttctatt 


ccgatcaaag 


1740 


ctatctgtga 


ctacagacaa 


attgagataa 


ccatttacaa 


agacgatgaa 


tgtgttttgg 


1800 


caaataactc 


tcatcgtgct 


aaatggaagg 


tcattagtcc 


tactgggaat 


gaggctatgg 


1860 


tcccatctgt 


gtgcttcacc 


gttcctccac 


caaacaaaga 


agcggtggac 


cttgccaaca 


1920 


gaattgagca 


acagtatcag 


aatgtcctga 


ctctttggca 


tgagtctcac 


ataaacatga 


1980 


agagtgtagt 


atcctggcat 


tatctcatca 


atgaaattga 


tagaattcga 


gctagcaatg 


2040 


tggcttcaat 


aaagacaatg 


ctacctggtg 


aacatcagca 


agttctaagt 


aatctacaat 


2100 


ctcgttttga 


agattttctg 


gaagatagcc 


aggaatccca 


agtcttttca 


ggctcagata 


2160 


taacacaact 


ggaaaaggag 


gttaatgtat 


gtaagcagta 


ttatcaagaa 


cttcttaaat 


2220 


ctgcagaaag 


agaggagcaa 


gaggaatcag 


tttataatct 


ctacatctct 


gaagttcgaa 


2280 


acattagact 


tcggttagag 


aactgtgaag 


atcggctgat 


tagacagatt 


cgaactcccc 


2340 
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tggaaagaga 


tgatttgcat 


gaaagtgtgt 


tcagaatcac 


agaacaggag 


aaactaaaga 


2400 


aagagctgga 


acgacttaaa 


gatgatttgg 


gaacaatcac 


aaataagtgt 


gaggagtttt 


2460 


tcagtcaagc agcagcctct 


tcatcagtcc 


ctaccctacg 


atcagagctt 


aatgtggtcc 


2520 


ttcagaacat 


gaaccaagtc 


tattctatgt 


cttccactta 


catagataag 


ttgaaaactg 


2580 


ttaacttggg gttaaaaaac actcaagctg 


cagaagccct 


cgtaaaactc 


tatgaaacta 


2640 


aactgtgtga 


agaagaagca 


gttatagctg 


acaagaataa 


tattgagaat 


ctaataagta 


2700 


ctttaaagca 


atggagatct 


gaagtagatg 


aaaagagaca 


ggtattccat 


gccttagagg 


2760 


atgagttgca 


gaaagctaaa 


gccatcagtg 


atgaaatgtt 


taaaacgtat 


aaagaacggg 


2820 


accttgattt 


tgactggcac 


aaagaaaaag 


cagatcaatt 


agttgaaagg 


tggcaaaatg 


2880 


ttcatgtgca 


gattgacaac 


aggttacggg 


acttagaggg 


cattggcaaa 


tcactgaagt 


2940 


actacagaga 


cacttaccat 


cctttagatg 


attggatcca 


gcaggttgaa 


actactcaga 


3000 


gaaagattca 


ggaaaatcag 


cctgaaaata 


gtaaaaccct 


agccacacag 


ttgaatcaac 


3060 


agaagatgct 


ggtgtccgaa 


atagaaatga 


aacagagcaa 


aatggacgag 


tgtcaaaaat 


3120 


atgcagaaca 


gtactcagct 


acagtgaagg 


actatgaatt 


acaaacaatg 


acctaccggg 


3180 


ccatggtaga 


ttcacaacaa 


aaatctccag 


tgaaacgccg 


aagaatgcag 


agttcagcag 


3240 


atctcattat 


tcaagagttc 


atggacctaa 


ggactcgata 


tactgccctg 


gtcactctca 


3300 


tgacacaata 


tattaaattt 


gctggtgatt 


cattgaagag 


gctggaagag 


gaggagatta 


3360 


aaaggtgtaa 


ggagacttct 


gaacatgggg 


catattcaga 


tctgcttcag 


cgtcagaagg 


3420 


caacagtgct 


tgagaatagc 


aaacttacag 


gaaagataag 


tgagttggaa 


agaatggtag 


3480 


ctgaactaaa 


gaaacaaaag 


tcccgagtag 


aggaagaact 


tccgaaggtc 


agggaggctg 


3540 


cagaaaatga 


attgagaaag 


cagcagagaa 


atgtagaaga 


tatctctctg 


cagaagataa 


3600 


gggctgaaag 


tgaagccaag 


cagtaccgca 


gggaacttga 


aaccattgtg 


agagagaagg 


3660 


aagccgctga 


aagagaactg 


gagcgggtga 


ggcagctcac 


catagaggcc 


gaggctaaaa 


3720 


gagctgccgt 


ggaagagaac 


ctcctgaatt 


ttcgcaatca 


gttggaggaa 


aacaccttta 


3780 


ccagacgaac 


actggaagat 


catcttaaaa 


gaaaagattt 


aagtctcaat 


gatttggagc 


3840 


aacaaaaaaa 


taaattaatg 


gaagaattaa 


gaagaaagag 


agacaatgag 


gaagaactct 


3900 


tgaagctgat 


aaagcagatg 


gaaaaagacc 


ttgcatttca 


gaaacaggta 


gcagagaaac 


3960 


agttgaaaga 


aaagcagaaa 


attgaattgg 


aagcaagaag 


aaaaataact 


gaaattcagt 


4020 


atacatgtag 


agaaaatgca 


ttgccagtgt 


gtccgatcac 


acaggctaca 


tcatgcaggg 


4080 


cagtaacggg 


tctccagcaa 


gaacatgaca 


agcagaaagc 


agaagaactc 


aaacagcagg 


4140 


tagatgaact 


aacagctgcc 


aatagaaagg 


ctgaacaaga 


catgagagag 


ctgacatatg 


4200 


aacttaatgc 


cctccagctt 


gaaaaaacgt 


catctgagga 


aaaggctcgt 


ttgctaaaag 


4260 
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ataaactaga 


tgaaacaaat 


aatacactca 


gatgccttaa 


gttggagctg 


gaaaggaagg 


4320 


atcaggcgga gaaagggtat 


tctcaacaac 


tcagagagct 


tggtaggcaa 


ttgaatcaaa 


4380 


ccacaggtaa 


agctgaagaa 


gccatgcaag 


aagctagtga 


tctcaagaaa 


ataaagcgca 


4440 


attatcagtt 


agaattagaa 


tctcttaatc 


atgaaaaagg gaaactacaa 


agagaagtag 


4500 


acagaatcac 


aagggcacat 


gctgtagctg 


agaagaatat 


tcagcattta 


aattcacaaa 


4560 


ttcattcttt 


tcgagatgag 


aaagaattag 


aaagactaca 


aatctgccag 


agaaaatcag 


4620 


atcatctaaa 


agaacaattt 


gagaaaagcc 


atgagcagtt 


gcttcaaaat 


atcaaagctg 


4680 


aaaaagaaaa 


taatgataaa 


atccaaaggc 


tcaatgaaga 


attggagaaa 


agtaatgagt 


4740 


gtgcagagat 


gctaaaacaa 


aaagtagagg 


agcttactag 


gcagaataat 


gaaaccaaat 


4800 


taatgatgca 


gagaattcag 


gcagaatcag 


agaatatagt 


tttagagaaa 


caaactatcc 


4860 


agcaaagatg 


tgaagcactg 


aaaattcagg 


cagatggttt 


taaagatcag 


ctacgcagca 


4920 


caaatgaaca 


cttgcataaa 


cagacaaaaa 


cagagcagga 


ttttcaaaca 


aaaattaaat 


4980 


gcctagaaga 


agacctggcg 


aaaagtcaaa 


atttggtaag 


tgaatttaag 


caaaagtgtg 


5040 


accaacagaa 


cattatcatc 


cagaatacca 


agaaagaagt 


tagaaatctg 


aatgcggaac 


5100 


tgaatgcttc 


caaagaagag 


aagcgacgcg 


gggagcagaa 


agttcagcta 


caacaagctc 


5160 


aggtgcaaga 


gttaaataac 


aggttgaaaa 


aagtacaaga 


cgaattacac 


ttaaagacca 


5220 


tagaggagca gatgacccac 


agaaagatgg 


ttctgtttca 


ggaagaatct 


ggtaaattca 


5280 


aacaatcagc 


agaggagttt 


cggaagaaga 


tggaaaaatt 


aatggagtcc 


aaagtcatca 


5340 


ctgaaaatga 


tatttcaggc 


attaggcttg 


actttgtgtc 


tcttcaacaa 


gaaaactcta 


5400 


gagcccaaga 


aaatgctaag 


ctttgtgaaa 


caaacattaa 


agaacttgaa 


agacagcttc 


5460 


aacagtatcg 


tgaacaaatg 


cagcaagggc 


agcacatgga 


agcaaatcat 


taccaaaaat 


5520 


gtcagaaact 


tgaggatgag 


ctgatagccc 


agaagcgtga 


ggttgaaaac 


ctgaagcaaa 


5580 


aaatggacca 


acagatcaaa 


gagcatgaac 


atcaattagt 


tttgctccag 


tgtgaaattc 


5640 


aaaaaaagag 


cacagccaaa 


gactgtacct 


tcaaaccaga 


ttttgagatg 


acagtgaagg 


5700 


agtgccagca 


ctctggagag 


ctgtcctcta 


gaaacactgg 


acaccttcac 


ccaacaccca 


5760 


gatcccctct 


gttgagatgg 


actcaagaac 


cacagccatt 


ggaagagaag 


tggcagcatc 


5820 


gggttgttga 


acagataccc 


aaagaagtcc 


aattccagcc 


accaggggct 


ccactcoaaa 

X«* V* M C* *wJ Q 


5880 


aagagaaaag 


ccagcagtgt 


tactctgagt 


acttttctca 


gacaagcacc 


gagttacaga 


5940 


taacttttga 


tgagacaaac 


cccattacaa 


gactgtctga 


aattgagaag 


ataagagacc 


6000 


aagccctgaa 


caattctaga 


ccacctgtta 


ggtatcaaga 


taacgcatgt 


gaaatggaac 


6060 


tggtgaaggt 


tttgacaccc 


ttagagatag 


ctaagaacaa 


gcagtatgat 


atgcatacag 


6120 


aagtcacaac 


attaaaacaa 


gaaaagaacc 


cagttcccag 


tgctgaagaa 


tggatgcttg 


6180 
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aagggtgcag 


agcatctggt 


ggactcaaga 


aaggggattt 


ccttaagaag 


ggcttagaac 


6240 


cagagacctt 


ccagaacttt 


gatggtgatc 


atgcatgttc 


agtcagggat 


gatgaattta 


6300 


aattccaagg 


gcttaggcac 


actgtgactg 


ccaggcagtt 


ggtggaagct 


aagcttctgg 


6360 


acatgagaac 


aattgagcag 


ctgcgactcg 


gtcttaagac 


tgttgaagaa 


gttcagaaaa 


6420 


ctcttaacaa 


gtttctgacg 


aaagccacct 


caattgcagg gctttaccta 


gaatctacaa 


6480 


aagaaaagat 


ttcatttgcc 


tcagcggccg 


agagaatcat 


aatagacaaa 


atggtggctt 


6540 


tggcattttt 


agaagctcag 


gctgcaacag 


gttttataat 


tgatcccatt 


tcaggtcaga 


6600 


catattctgt 


tgaagatgca 


gttcttaaag 


gagttgttga 


ccccgaattc 


agaattaggc 


6660 


ttcttgaggc 


agagaaggca 


gctgtgggat 


attcttattc 


ttctaagaca 


ttgtcagtgt 


6720 


ttcaagctat 


ggaaaataga 


atgcttgaca 


gacaaaaagg 


taaacatatc 


ttggaagccc 


6780 


agattgccag 


tgggggtgtc 


attgaccctg 


tgagaggcat 


tcgtgttcct 


ccagaaattg 


6840 


ctctgcagca 


ggggttgttg 


aataatgcca 


tcttacagtt 


tttacatgag 


ccatccagca 


6900 


acacaagagt 


tttccctaat 


cccaataaca 


agcaagctct 


gtattactca 


gaattactgc 


6960 


gaatgtgtgt 


atttgatgta gagtcccaat 


gctttctgtt 


tccatttggg 


gagaggaaca 


7020 


tttccaatct 


caatgtcaag 


aaaacacata 


gaatttctgt 


agtagatact 


aaaacaggat 


7080 


cagaattgac 


cgtgtatgag 


gctttccaga 


gaaacctgat 


tgagaaaact 


atatatcttg 


7140 


aactttcagg 


gcagcaatat 


cagtggaagg 


aagctatgtt 


ttttgaatcc 


tatgggcatt 


7200 


cttctcatat 


gctgactgat 


actaaaacag 


gattacactt 


caatattaat 


gaggctatag 


7260 


agcagggaac 


aattgacaaa 


gccttggtca 


aaaagtatca 


ggaaggcctc 


atcacactta 


7320 


cagaacttgc 


tgattctttg 


ctgagccggt 


tagtccccaa 


gaaagatttg 


cacagtcctg 


7380 


ttgcagggta 


ttggctgact 


gctagtgggg 


aaaggatctc 


tgtactaaaa 


gcctcccgta 


7440 


gaaatttggt 


tgatcggatt 


actgccctcc 


gatgccttga 


agcccaagtc 


agtacagggg 


7500 


gcataattga 


tcctcttact 


gtcaaaaagt 


accgggtggc 


cgaagctttg 


catagaggcc 


7560 


tggttgatga 


ggggtttgcc 


cagcagctgc 


gacagtgtga 


attagtaatc 


acagggattg 


7620 


gccatcccat 


cactaacaaa 


atgatgtcag 


tggtggaagc 


tgtgaaggca 


aatattataa 


7680 


ataaggaaat 


gggaatccga 


tgtttggaat 


ttcagtactt 


gacaggaggg 


ttgatagagc 


7740 


cacaggttca 


ctctcggtta 


tcaatagaag 


aggctctcca 


agtaggtatt 


atagatgt cc 


7800 


tcattgccac 


aaaactcaaa 


gatcaaaagt 


catatgtcag 


aaatataata 


tgccctcaga 


7860 


caaaaagaaa 


gttgacatat 


aaagaagcct 


tagaaaaacc 


tgattttgat 


ttccacacag 


7920 


gacttaaact 


gttagaagta 


tctgagcccc 


tgatgacagg 


aatttctagc 


ctctactatt 


7980 


cttcctaatg 


ggacatgttt 


aaataactgt 


gcaaggggtg 


atgcaggctg 


gttcatgcca 


8040 


ctttttcaga 


gtatgatgat 


atcggctaca 


tatgcagtct 


gtgaattatg 


taacatactc 


8100 



Page 16 



WO 2005/007830 



PCT/US2004/022850 



61835-l.ST25.txt 



tatttcttga 


gggctgcaaa 


ttgctaagtg 


ctcaaaatag 


agtaagtttt 


aaattgaaaa 


8160 


ttacataaga 


tttaatgccc 


ttcaaatggt 


ttcatttagc 


cttgagaatg 


gttttttgaa 


8220 


acttggccac 


actaaaatgt 


tttttttttt 


acgtagaatg 


tgggataaac 


ttgatgaact 


8280 


ccaagttcac 


agtgtcattt 


cttcagaact 


ccccttcatt 


gaatagtgat 


catttattaa 


8340 


atgataaatt 


gcactcgctg 


aaagagcacg 


tcatgaagca 


ccatggaatc 


aaagagaaag 


8400 


atataaattc 


gttcccacag 


ccttcaagct 


gcagtgtttt 


agattgcttc 


aaaaaatgaa 


8460 


aaagttttgc 


ctttttctgt 


atatagtgac 


cttctttgca 


tattaaaatg 


tttaccacaa 


8520 


tgtcccattt 


ctagttaagt 


cttcgcactt 


gaaagctaac 


attatgaata 


ttatgtgttg 


8580 


gaggagggga 


aggattttct 


tcattctgtg 


tattttcctt 


acatgtacag 


tagacgttct 


8640 


ctattctatc 


agccttctat 


ggtacctttt 


tgtcaggaca 


attaggattg 


taatgctaat 


8700 


gcaaaggcag 


caattcaaag 


atcttctagt 


gcctcatgaa 


taaagttgag 


atttaaaatt 


8760 


tgtaacattg atggaacagc 


tgggaggtta 


gaccaatcat 


taaggaatgt 


atgccatacc 


8820 


tttctttgct 


accataaaca 


ttttggaggt 


gcatctgcta 


tgtgacatgg 


taaatatggt 


8880 


taagtgaatg 


aataaaatgt 


tttagtaacc 


tgtgtcggat 


tccgcggaat 




8930 



<210> 32 

<211> 5943 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (191) . . (2641) 

<400> 32 

gcagcgtgta gtgcgagtgg ggcggacgcg cgcagcccgc ccgcccggcg accagcaagg 60 

agttggcatc ctttggaaga gttcgtgaaa gctttctgcc cagagctcct ggaccaatgc 120 

atcttcccac caccttaaac cactgagcag ttcagagccc cagttgcaga cgacttgtcc 180 

tgccaccacc atg agt tct gaa tgt gat ggt ggt tec aaa get gtg atg 229 
Met Ser Ser Glu Cys Asp Gly Gly Ser Lys Ala Val Met 
15 10 

aat ggc ttg gca cct ggc age aat ggg caa gac aaa gac atg gat cct 277 
Asn Gly Leu Ala Pro Gly Ser Asn Gly Gin Asp Lys Asp Met Asp Pro 
15 20 25 

aca aaa ate tgc act ggg aag gga gcg gtg act etc egg gee teg tct 325 
Thr Lys He Cys Thr Gly Lys Gly Ala Val Thr Leu Arg Ala Ser Ser 
30 35 40 45 

tec tac agg gaa acc cca age agt age cct gcg age cct cag gaa acc 37 3 

Ser Tyr Arg Glu Thr Pro Ser Ser Ser Pro Ala Ser Pro Gin Glu Thr 
50 55 60 

egg caa cac gaa age aaa cca ggt ctg gag cca gag cct tct tea gca 421 
Arg Gin His Glu Ser Lys Pro Gly Leu Glu Pro Glu Pro Ser Ser Ala 
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gat gag tgg agg ctt tct tec agt get gat gec aat gga aat gec cag 4 69 

Asp Glu Trp Arg Leu Ser Ser Ser Ala Asp Ala Asn Gly Asn Ala Gin 
80 85 90 

ccc tct tea etc get gec aag ggc tac aga agt gtg cat ccc aac ctt 517 
Pro Ser Ser Leu Ala Ala Lys Gly Tyr Arg Ser Val His Pro Asn Leu 
95 100 105 

cct tct gac aag tec cag gat gec act tec tec agt gca gec cag ccg 565 
Pro Ser Asp Lys Ser Gin Asp Ala Thr Ser Ser Ser Ala Ala Gin Pro 
110 115 120 125 

gag gta ata gtt gtc cct etc tac ctg gtt aat act gac aga ggg caa 613 
Glu Val He Val Val Pro Leu Tyr Leu Val Asn Thr Asp Arg Gly Gin 
130 135 140 

gaa ggc act gec aga cct cca aca cct ctg ggg cct ctt ggc tgc gtc 661 
Glu Gly Thr Ala Arg Pro Pro Thr Pro Leu Gly Pro Leu Gly Cys Val 
145 150 155 

ccc aca ate cca gcg act gee tct gee gec tea cct ctg ace ttc ccg 709 
Pro Thr He Pro Ala Thr Ala Ser Ala Ala Ser Pro Leu Thr Phe Pro 
160 165 170 

act eta gat gat ttc att ccc cct cat ctg cag agg tgg ccc cac cac 757 
Thr Leu Asp Asp Phe He Pro Pro His Leu Gin Arg Trp Pro His His 
175 180 185 

age cag cca gee cgc gee tct ggc tec ttt gec ccc att age cag acg 805 
Ser Gin Pro Ala Arg Ala Ser Gly Ser Phe Ala Pro He Ser Gin Thr 
190 195 200 205 

cca cca tec ttc tea cca cca cct ccg ctg gtc cct cct gee ccg gag 853 
Pro Pro Ser Phe Ser Pro Pro Pro Pro Leu Val Pro Pro Ala Pro Glu 
210 215 220 

gac etc cgc aga gtc teg gag cct gac etc acg gga get gtt teg agt 901 
Asp Leu Arg Arg Val Ser Glu Pro Asp Leu Thr Gly Ala Val Ser Ser 
225 230 235 

ace gat tec agt cct eta eta aat gaa gtt tct tct tec ctt att gga 94 9 

Thr Asp Ser Ser Pro Leu Leu Asn Glu Val Ser Ser Ser Leu He Gly 
240 245 250 

act gat tec caa gee ttt cca tea gtt age aag cct tea tec gec tat 997 
Thr Asp Ser Gin Ala Phe Pro Ser Val Ser Lys Pro Ser Ser Ala Tyr 
255 260 265 

ccc tec aca acg att gtc aat cct act att gtg etc ttg caa cac aat 1045 
Pro Ser Thr Thr He Val Asn Pro Thr He Val Leu Leu Gin His Asn 
270 275 280 285 

cga gaa cag caa aaa cga etc agt age ctt tea gat cct gtc tea gaa 1093 
Arg Glu Gin Gin Lys Arg Leu Ser Ser Leu Ser Asp Pro Val Ser Glu 
290 295 300 

aga aga gtg gga gag cag gac tea gca cca ace cag gaa aaa ccc ace 1141 
Arg Arg Val Gly Glu Gin Asp Ser Ala Pro Thr Gin Glu Lys Pro Thr 
305 310 315 

tea cct ggc aag get att gaa aaa aga gca aag gat gac agt agg egg 1189 
Ser Pro Gly Lys Ala He Glu Lys Arg Ala Lys Asp Asp Ser Arg Arg 

Page 18 



WO 2005/007830 



PCT/US2004/022850 



61835-l.ST25.txt 
320 325 330 

gtg gtg aag age act cag gac tta age gat gtt tec atg gat gaa gtg 1237 
Val Val Lys Ser Thr Gin Asp Leu Ser Asp Val Ser Met Asp Glu Val 
335 340 * 345 

ggc ate cca etc egg aac act gag aga tea aaa gac tgg tac aag act 1285 
Gly lie Pro Leu Arg Asn Thr Glu Arg Ser Lys Asp Trp Tyr Lys Thr 
350 355 360 365 

atg ttt aaa cag ate cac aaa ctg aac aga gat gat gat tea gat ctg 1333 
Met Phe Lys Gin lie His Lys Leu Asn Arg Asp Asp Asp Ser Asp Leu 
370 375 k ' 380 

tac tct ccc aga tac tea ttt tct gaa gac aca aaa tct ccc ctt tct 1381 
Tyr Ser Pro Arg Tyr Ser Phe Ser Glu Asp Thr Lys Ser Pro Leu Ser 
385 390 ^ ' 395 

gtg cct cgc tea aaa agt gag atg age tac att gat ggt gag aag gta 1429 
Val Pro Arg Ser Lys Ser Glu Met Ser Tyr lie Asp Gly Glu Lys Val 
400 405 410 

gtc aag agg teg gec aca eta ccc etc cca gee cgc tct tec tea ctg 1477 
Val Lys Arg Ser Ala Thr Leu Pro Leu Pro Ala Arg Ser Ser Ser Leu 
415 420 425 

aag tea age tea gaa aga aat gac tgg gaa ccc cca gat aag aaa gta 1525 
Lys Ser Ser Ser Glu Arg Asn Asp Trp Glu Pro Pro Asp Lys Lys Val 
430 435 440 * " 445 

gat aca aga aaa tat cgt gca gag ccc aag age att tac gaa tat cag 1573 
Asp Thr Arg Lys Tyr Arg Ala Glu Pro Lys Ser lie Tyr Glu Tyr Gin 
450 455 " 460 

cct ggc aag tct tec gtt ctg acc aac gaa aag atg age tea gee ate 1621 
Pro Gly Lys Ser Ser Val Leu Thr Asn Glu Lys Met Ser Ser Ala lie 
465 470 " 475 

age cct act ccg gaa att tct tea gag act cct gga tat ata tat tct 1669 
Ser Pro Thr Pro Glu lie Ser Ser Glu Thr Pro Gly Tyr lie Tyr Ser 
480 485 490 

tec aac ttc cat gca gtg aag agg gaa tea gac ggg get cct ggg gat 1717 
Ser Asn Phe His Ala Val Lys Arg Glu Ser Asp Gly Ala Pro Gly Asp 
495 500 505 

etc act age ttg gag aat gag aga caa att tat aaa agt gtc ttg gaa 1765 
Leu Thr Ser Leu Glu Asn Glu Arg Gin lie Tyr Lys Ser Val Leu Glu 
510 515 520 525 

ggt ggt gac ate cct ctt cag ggc ctg agt ggg etc aag cga cca tec 1813 
Gly Gly Asp lie Pro Leu Gin Gly Leu Ser Gly Leu Lys Arg Pro Ser 
530 535 540 

age tct get tec act aaa gat tea gaa teg cca aga cat ttt ata cca 1861 
Ser Ser Ala Ser Thr Lys Asp Ser Glu Ser Pro Arg His Phe lie Pro 
545 550 555 

get gat tac ttg gaa tec acg gaa gaa ttt att cga aga cgt cat gat 1909 
Ala Asp Tyr Leu Glu Ser Thr Glu Glu Phe lie Arg Arg Arg His Asp 
560 565 570 

gat aaa gag atg aga cct gee aga gee aaa ttt gac ttt aaa get cag 1957 
Asp Lys Glu Met Arg Pro Ala Arg Ala Lys Phe Asp Phe Lys Ala Gin 
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575 580 585 

aca eta aag gag ctt cct ctg cag aag gga gat att gtt tac att tat 2005 
Thr Leu Lys Glu Leu Pro Leu Gin Lys Gly Asp lie Val Tyr lie Tyr 
590 595 600 605 

aag caa att gat cag aac tgg tat gaa gga gaa cac cac ggc egg gtg 2053 
Lys Gin He Asp Gin Asn Trp Tyr Glu Gly Glu His His Gly Arg Val 
610 615 620 



gga ate ttc cca cgc ace tac ate gag ctt ctt cct cct get gag aag 
Gly He Phe Pro Arg Thr Tyr He Glu Leu Leu Pro Pro Ala Glu Lys 
625 630 635 



2101 



gca cag ccc aaa aag ttg aca cca gtg cag gtt ttg gaa tat gga gaa 214 9 

Ala Gin Pro Lys Lys Leu Thr Pro Val Gin Val Leu Glu Tyr Gly Glu 
640 645 650 

get att get aag ttt aac ttt aat ggt gat aca caa gta gaa atg tec 2197 
Ala He Ala Lys Phe Asn Phe Asn Gly Asp Thr Gin Val Glu Met Ser 
655 660 665 

ttc aga aag ggt gag agg ate aca ctg etc egg cag gta gat gag aac 224 5 

Phe Arg -Lys Gly Glu Arg He Thr Leu Leu Arg Gin Val Asp Glu Asn 
67 ° 675 680 685 

tgg tac gaa ggg agg ate ccg ggg aca tec cga caa ggc ate ttc ccc 2293 
Trp Tyr Glu Gly Arg He Pro Gly Thr Ser Arg Gin Gly He Phe Pro 
690 695 700 

ate acc tac gtg gat gtg ate aag cga cca ctg gtg aaa aac cct gtg 2341 
He Thr Tyr Val Asp Val He Lys Arg Pro Leu Val Lys Asn Pro Val 
705 710 715 

gat tac atg gac ctg cct ttc tec tec tec cca agt cgc agt gee act 2389 
Asp Tyr Met Asp Leu Pro Phe Ser Ser Ser Pro Ser Arg Ser Ala Thr 
720 725 730 

gca age cca cag caa cct caa gee cag cag cga aga gtc acc ccc gac 24 37 

Ala Ser Pro Gin Gin Pro Gin Ala Gin Gin Arg Arg Val Thr Pro Asp 
735 740 745 

agg agt caa acc tea caa gat tta ttt age tat caa gca tta tat age 24 85 

Arg Ser Gin Thr Ser Gin Asp Leu Phe Ser Tyr Gin Ala Leu Tyr Ser 
7 ^0 755 760 765 

tat ata cca cag aat gat gat gag ttg gaa etc cgc gat gga gat ate 2533 
Tyr He Pro Gin Asn Asp Asp Glu Leu Glu Leu Arg Asp Gly Asp He 
770 775 " 780 

gtt gat gtc atg gaa aaa tgt gac gat gga tgg ttt gtt ggt act tea 2581 
Val Asp Val Met Glu Lys Cys Asp Asp Gly Trp Phe Val Gly Thr Ser 
785 790 795 

aga agg aca aag cag ttt ggt act ttt cca ggc aac tat gta aaa cct 2629 
Arg Arg Thr Lys Gin Phe Gly Thr Phe Pro Gly Asn Tyr Val Lys Pro 
800 805 810 

ttg tat eta taa gaagactgaa aaccatggag attattttta ttggaggagg 2681 
Leu Tyr Leu 
815 

aagcatcatt catgaaccga tctttttagt tgagtcagta ggaaaattaa tacagtggat 2741 
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aaagtaagaa 


gcaaaagaca 


gggacagaga 


agtgttgtgt 


ttaaaaccca 


agcctgtcta 


2801 


aggttactgt 


gtattagaca 


gggccgaact 


agtgtgctga 


gcaaaaagaa 


ttgaagcaaa 


2861 


ttgtatttac 


ttagccgctt 


ctgggagcca 


cttcagcctt 


tcccctcccc 


tccacttctt 


2921 


gggtaatctg 


acctgaagca 


tagtccagga 


gcagagttag 


ccagaaatgc 


ctcctgctgc 


2981 


cccagcctta 


gagagctccc 


atctcaatca 


ttgagcctga 


aggcttcaag 


cccaagaatg 


3041 


caacaagacc 


cccagcctac 


atttctcagc 


tcccctggag 


ccagctgatc 


ctgtaacgct 


3101 


gctggaggtc 


agtctgagct 


accaagactg 


tccctagaca 


aaggtggagt 


cccccacact 


3161 


gcccaagacc 


aaatccctca 


ctcaacctgc 


tgaggtgtgg atggggaaac 


agaggcaaaa 


3221 


ctgaggcacc 


tgatgcattc 


agcctgctgt 


gcagcagtgc 


cattgactgc 


cctgatgttc 


3281 


agagagaaac 


gcacacaagg 


tttgcccatg 


agaattgggg 


agcagatggc 


caagcagata 


3341 


ggttatgtct 


gttttctgag 


tgatgaagtc 


aggaagccct 


gtggctctgg 


aggccacttg 


3401 


tggttcattc 


ttttcccata 


tccttggctt 


ttagaaatgg ttaccttcag gacagtgcag 


3461 


ctgcatttat 


cagagcacta 


ttgctaagtt 


ttcttttctg 


gcttgtgttt 


ttctgggaca 


3521 


gtttagaatt 


gggaggccta 


ttctcataga 


acaccaaaaa 


tgatgttcag 


tgattcattt 


3581 


aacatacacc 


aatgtactct 


ggctgctggg 


gggacaacca 


taagcaagac atgcccaggg 


3641 


tttgccgtgg 


ctccagatct 


actccctgta 


ggagttcaag 


gatcacacaa 


acggtagtaa 


3701 


ccagggttgt 


gaatctgagt 


acaccctggc 


aaggcttctc 


ttcagactga 


agcagcaatt 


3761 


ctgccactac 


cagcagcaac 


caggacgtct 


gttctttgtg 


ggggccagat 


cagaagagag 


3821 


aggcccctgt 


gacgcccggg 


ctgcttggtc 


acaactctgt 


ccaattcaag 


gatgtttatc 


3881 


ggcctctctt 


agatcctgag 


tgagacaaat 


acagaaatga 


cccattccct 


gcccaccaga 


3941 


aactcagagg 


tgattgggga 


gactgacaca 


ggaaaatgaa 


cttaatcaag 


agagactgtg 


4001 


atatgtgcta 


agaagggtgt 


gagggaggga 


gagatgaatt 


ttccctggag 


ggatcctaga 


4061 


aagcattgtc 


atattgccat 


ctccattagc 


tcacttttaa 


acaactaggg 


tgctggaaga 


4121 


acctttgtct 


gagggtagtt 


catagctgga 


aatacttgga 


atattttcca 


gagtctctaa 


4181 


actctcatct 


tcccccacag 


atacacatcc 


aagctcacaa 


ataggagtag 


caattctagg 


4241 


tggtagggtt 


gtgtacggaa 


cccctggctg 


tctgcatata 


tctcagaatt 


accccaggac 


4301 


cattgtccca 


aagtctagag 


tctttacagg 


taggcaaaat 


ttgttttcaa 


tgcctgtgcc 




tcagctgctg 


tcacaaatac 


ccatcttagg 


atcccatcag 


cttcccatcc 


cccaccagac 


4421 


agccacagta 


ccctcacttt 


ctccctattg 


ttctttcaaa 


tcctgttctc 


aggaaagaaa 


4481 


ctgccactaa 


ttcattcaca 


ctaaggtgta 


aatgattgat 


aataggaatg 


agttacctct 


4541 


tcccacagac 


atttgttttt 


aagtatgaca 


gagcagggcc 


ttaatcccaa 


gggaaaaggt 


4601 


tatggaactg gagggggtga gctttctggg tagaaggaga cttcctgaat 


ttccttaaaa 


4661 
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cccagtaaga gtaagacctg ttgttttgga aggtctgctc caccatctaa gagcactgtt 4721 

tttttttttt tgttgttgtt gttgttttac ggtctctgag ggaatatagt aaaaatgcat 4781 

atgcacgtgc aatttgcacg gcagcatttc accgattgtg gactgtattg gctaatgtgt 4841 

ttcctggtct ttagatgcaa accattaata acactatctt atctcatagt tttttcaggg 4901 

gtgcttcttg attagtaggg aattttgaac acctctttaa atacagctag aaaataaaac 4961 

caatttgtaa agccacattt gcatatgatg ccagcctcac gcatttgtat atctccagaa 5021 

attcaggtat gcctcaccaa tttgcccgtc tttaataaaa tcttgtgtta aaatttgcat 5081 

cacgtcgcct tcctatgtat gacgaaacaa gaaacagaga tttccaattg ctcttttgtc 5141 

ttcagacatt tagtaatata aagtacctat ttttatgctg aaatgtttat acaggtttat 5201 

taatagcaag tgcaactaac tggcggcatg ccttgcaaca cattttgata tattagccat 5261 

gcttccgggt aaaggcaagc cccaaactcc ttatcttttg cagtctctct gggatcagta 5321 

aaagaaaaaa aaaataatgt gcttaagaag tgggactgta aatatgtata tttaactttg 5381 

tatagcccat gtacctacct tgtatagaaa aataatttta aaaatttgaa tggaaggggg 5441 

taaaggaagt catgaagttt ttttgcattt ttatttaaat gaaggaattc caaataactc 5501 

acctacagat ttttagcaca aaaatagcca ttgtaaagtg ttaaaattta cgataagtat 5561 

tctattgggg aggaaaggta actctgatct cagttacagt ttttttttcc tttttaattt 5621 

cattattttg ggtttttggt ttttgcagtc ctatttatct gcagtcgtat taagtcctat 5681 

tgctagaata ggttactaca aaaaaggtta tattctgaaa gaaaaataac tgacattata 5741 

tataaccaat taatttaaag tattgccatt taaattacac actgagagca tgtcctatgc 5801 

agacatagat ttttctgttc atttattttt cttcattgca gtggattgat ttgataaata 5861 

gatgtgttga attactacat ttgctgtaca tattatttaa taaactttat tcagaattgc 5921 

gtggcaaaaa aaaaaaaaaa aa 5943 

<210> 33 

<211> 816 

<212> PRT 

<213> homo sapiens 

<400> 33 

Met Ser Ser Glu Cys Asp Gly Gly Ser Lys Ala Val Met Asn Gly Leu 



Ala Pro Gly Ser Asn Gly Gin Asp Lys Asp Met Asp Pro Thr Lys lie 
20 25 30 

Cys Thr Gly Lys Gly Ala Val Thr Leu Arg Ala Ser Ser Ser Tyr Arg 
35 40 45 
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Glu Thr Pro Ser Ser Ser Pro Ala Ser Pro Gin Glu Thr Arg Gin His 
50 55 60 

Glu Ser Lys Pro Gly Leu Glu Pro Glu Pro Ser Ser Ala Asp Glu Trp 
65 70 75 80 

Arg Leu Ser Ser Ser Ala Asp Ala Asn Gly Asn Ala Gin Pro Ser Ser 
85 90 95 

Leu Ala Ala Lys Gly Tyr Arg Ser Val His Pro Asn Leu Pro Ser Asp 
100 105 110 

Lys Ser Gin Asp Ala Thr Ser Ser Ser Ala Ala Gin Pro Glu Val lie 
115 120 125 

Val Val Pro Leu Tyr Leu Val Asn Thr Asp Arg Gly Gin Glu Gly Thr 
130 135 140 

Ala Arg Pro Pro Thr Pro Leu Gly Pro Leu Gly Cys Val Pro Thr lie 
145 150 155 160 

Pro Ala Thr Ala Ser Ala Ala Ser Pro Leu Thr Phe Pro Thr Leu Asp 
165 170 175 

Asp Phe lie Pro Pro His Leu Gin Arg Trp Pro His His Ser Gin Pro 
180 185 * 190 

Ala Arg Ala Ser Gly Ser Phe Ala Pro lie Ser Gin Thr Pro Pro Ser 
195 200 205 

Phe Ser Pro Pro Pro Pro Leu Val Pro Pro Ala Pro Glu Asp Leu Arg 
210 215 220 

Arg Val Ser Glu Pro Asp Leu Thr Gly Ala Val Ser Ser Thr Asp Ser 
225 230 235 240 

Ser Pro Leu Leu Asn Glu Val Ser Ser Ser Leu lie Gly Thr Asp Ser 
245 250 255 

Gin Ala Phe Pro Ser Val Ser Lys Pro Ser Ser Ala Tyr Pro Ser Thr 
260 265 270 

Thr lie Val Asn Pro Thr lie Val Leu Leu Gin His Asn Arg Glu Gin 
275 280 285 

Gin Lys Arg Leu Ser Ser Leu Ser Asp Pro Val Ser Glu Arg Arg Val 
290 295 300 
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Gly Glu Gin Asp Ser Ala Pro Thr Gin Glu Lys Pro Thr Ser Pro Gly 
305 310 315 320 

Lys Ala lie Glu Lys Arg Ala Lys Asp Asp Ser Arg Arg Val Val Lys 
325 330 335 

Ser Thr Gin Asp Leu Ser Asp Val Ser Met Asp Glu Val Gly He Pro 
340 345 350 

Leu Arg Asn Thr Glu Arg Ser Lys Asp Trp Tyr Lys Thr Met Phe Lys 
355 360 365 

Gin He His Lys Leu Asn Arg Asp Asp Asp Ser Asp Leu Tyr Ser Pro 
370 375 380 

Arg Tyr Ser Phe Ser Glu Asp Thr Lys Ser Pro Leu Ser Val Pro Arg 
385 390 395 400 

Ser Lys Ser Glu Met Ser Tyr He Asp Gly Glu Lys Val Val Lys Arg 
405 410 " 415 

Ser Ala Thr Leu Pro Leu Pro Ala Arg Ser Ser Ser Leu Lys Ser Ser 
420 425 430 

Ser Glu Arg Asn Asp Trp Glu Pro Pro Asp Lys Lys Val Asp Thr Arg 
435 440 445 

Lys Tyr Arg Ala Glu Pro Lys Ser He Tyr Glu Tyr Gin Pro Gly Lys 
450 455 460 

Ser Ser Val Leu Thr Asn Glu Lys Met Ser Ser Ala He Ser Pro Thr 
465 470 475 480 

Pro Glu He Ser Ser Glu Thr Pro Gly Tyr He Tyr Ser Ser Asn Phe 
485 490 495 

His Ala Val Lys Arg Glu Ser Asp Gly Ala Pro Gly Asp Leu Thr Ser 
500 505 510 

Leu Glu Asn Glu Arg Gin lie Tyr Lys Ser Val Leu Glu Gly Gly Asp 
515 520 525 

He Pro Leu Gin Gly Leu Ser Gly Leu Lys Arg Pro Ser Ser Ser Ala 
530 535 540 

Ser Thr Lys Asp Ser Glu Ser Pro Arg His Phe He Pro Ala Asp Tyr 
545 550 555 560 



Page 24 



WO 2005/007830 



PCT/US2004/022850 



61835-l.ST25.txt 

Leu Glu Ser Thr Glu Glu Phe lie Arg Arg Arg His Asp Asp Lys Glu 
565 570 ' 575 

Met Arg Pro Ala Arg Ala Lys Phe Asp Phe Lys Ala Gin Thr Leu Lys 
580 585 590 

Glu Leu Pro Leu Gin Lys Gly Asp lie Val Tyr lie Tyr Lys Gin lie 
595 600 605 

Asp Gin Asn Trp Tyr Glu Gly Glu His His Gly Arg Val Gly lie Phe 
610 615 620 

Pro Arg Thr Tyr lie Glu Leu Leu Pro Pro Ala Glu Lys Ala Gin Pro 
625 630 635 640 

Lys Lys Leu Thr Pro Val Gin Val Leu Glu Tyr Gly Glu Ala lie Ala 
645 650 655 

Lys Phe Asn Phe Asn Gly Asp Thr Gin Val Glu Met Ser Phe Arg Lys 
660 665 670 

Gly Glu Arg He Thr Leu Leu Arg Gin Val Asp Glu Asn Trp Tyr Glu 
675 680 685 

Gly Arg He Pro Gly Thr Ser Arg Gin Gly He Phe Pro He Thr Tyr 
690 695 700 

Val Asp Val He Lys Arg Pro Leu Val Lys Asn Pro Val Asp Tyr Met 
705 710 715 720 

Asp Leu Pro Phe Ser Ser Ser Pro Ser Arg Ser Ala Thr Ala Ser Pro 
725 730 735 

Gin Gin Pro Gin Ala Gin Gin Arg Arg Val Thr Pro Asp Arg Ser Gin 
740 745 750 

Thr Ser Gin Asp Leu Phe Ser Tyr Gin Ala Leu Tyr Ser Tyr He Pro 
755 760 765 

Gin Asn Asp Asp Glu Leu Glu Leu Arg Asp Gly Asp He Val Asp Val 
770 775 780 

Met Glu Lys Cys Asp Asp Gly Trp Phe Val Gly Thr Ser Arg Arg Thr 
785 790 795 800 



Lys Gin Phe Gly Thr Phe Pro Gly Asn Tyr Val Lys Pro Leu Tyr Leu 
805 810 " 815 
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<210> 34 

<211> 572 

<212> DNA 

<213> homo sapiens 

<400> 34 

tttttttttt tgactcttcc ctcctcattt attttggaat gtgctagaaa cagcttgaaa 60 

catcccttta atagcttccc ggcctcacga gtgttgaatg acatgacgaa ttctccttca 120 

tagaaggtac aggtgaacca gaactggagg ggcatttggg atccttcctt cttcagaaag 180 

tgcgatcgca tcaagatgca tgtggttttc agtagaactg gcccatgttt cttgggagcg 240 

aggtgtccaa accactgttc atccatattt cctgaatgat ttgctccctg cgctcaatcc 300 

tttctgcgag ctctgcagct tctatggaac tgtatatagg atatgaagtc ctacagaacc 360 

ccgacagttc ccctgggaaa tcagactcag aggggtcctc ctcctcttct tcatcctcgc 420 

tgtcctcctc gaccttgtca cttcctggca ccagctgctc cctccccagc tgcaagtcgc 480 

ggaagtcctt ggcacaggac tctctgatga ccagggcgca cagtgtgagg gccaggccga 540 

tgcagacact ggacacgaac agcagggcag ct 572 



<210> 35 

<211> 5678 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (101) . . (5467) 

<400> 35 

taaccacgaa agaggaatcg atgctcagct tttagttgca cttcctaaag ttgcagaatt 60 

aagacaaatc tttgaaccaa agaagaaaga attcttagaa atg aaa aga aaa gaa 115 

Met Lys Arg Lys Glu 
1 5 

aga att gcc agg cgc ctg gaa ggg att gaa aat gac act cag ccc ate 163 
Arg He Ala Arg Arg Leu Glu Gly He Glu Asn Asp Thr Gin Pro He 
10 15 20 

etc ttg cag age tgc aca gga ttg gtg act cac cgc ctg ctg gag gaa 211 
Leu Leu Gin Ser Cys Thr Gly Leu Val Thr His Arg Leu Leu Glu Glu 
25 30 " 35 

gac acc cct cga tac atg aga gcc age gac cct gcc age ccc cac ate 259 
Asp Thr Pro Arg Tyr Met Arg Ala Ser Asp Pro Ala Ser Pro His He 
40 45 50 

ggc cga tea aat gaa gag gag gaa act tct gat tct tct eta gaa aag 307 
Gly Arg Ser Asn Glu Glu Glu Glu Thr Ser Asp Ser Ser Leu Glu Lys 
55 60 65 

caa act cga tec aaa tac tgc aca gaa acc tec ggt gtc cac ggt gac 355 
Gin Thr Arg Ser Lys Tyr Cys Thr Glu Thr Ser Gly Val His Gly Asp 
7 0 75 80 85 
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tea ccc tat ggt teg ggt acc atg gac acc cac agt ctg gag tec aaa 
Ser Pro Tyr Gly Ser Gly Thr Met Asp Thr His Ser Leu Glu Ser Lys 
90 95 100 



403 



gee gaa aga att gca agg tac aaa gca gaa aga agg cga cag ctg gca 451 
Ala Glu Arg He Ala Arg Tyr Lys Ala Glu Arg Arg Arg Gin Leu Ala 
105 110 115 

gag aag tat ggg ctg act ctg gat ccc gag gec gac tec gag tat tta 499 
Glu Lys Tyr Gly Leu Thr Leu Asp Pro Glu Ala Asp Ser Glu Tyr Leu 
120 125 130 

tec cgc tat acc aag tec agg aag gag cct gat get gtc gag aag egg 547 
Ser Arg Tyr Thr Lys Ser Arg Lys Glu Pro Asp Ala Val Glu Lys Arg 
135 140 145 

gga gga aaa agt gac aaa cag gaa gag tea age aga gat gck agt tct 595 
Gly Gly Lys Ser Asp Lys Gin Glu Glu Ser Ser Arg Asp Ala Ser Ser 
150 155 160 165 

ctg tac ccc ggg acc gag acg atg ggg etc agg acc tgt gec ggt gaa 643 
Leu Tyr Pro Gly Thr Glu Thr Met Gly Leu Arg Thr Cys Ala Gly Glu 
170 175 4 180 

tec aag gac tat gec etc cat gtg ggt gac ggc tct tec gac ccg gag 691 
Ser Lys Asp Tyr Ala Leu His Val Gly Asp Gly Ser Ser Asp Pro Glu 
185 190 * 195 

gtg ctg ctg aac ata gaa aac caa aga cga ggt caa gag ctg agt gee 739 
Val Leu Leu Asn He Glu Asn Gin Arg Arg Gly Gin Glu Leu Ser Ala 
200 205 ** 210 

acc egg cag gee cat gac ctg tec cca gca gee gag agt tec teg acc 787 
Thr Arg Gin Ala His Asp Leu Ser Pro Ala Ala Glu Ser Ser Ser Thr 
215 220 225 

ttc tct ttc tct ggg cga gac tec tec ttc act gaa gtg cca egg tec 835 
Phe Ser Phe Ser Gly Arg Asp Ser Ser Phe Thr Glu Val Pro Arg Ser 
230 235 240 245 

ccc aag cac gee cac age tec tec ctg cag cag gca gee tec egg age 883 
Pro Lys His Ala His Ser Ser Ser Leu Gin Gin Ala Ala Ser Arg Ser 
250 255 260 

ccc tec ttt ggt gac cca cag eta tec cct gag gee cga ccc agg tgc 931 
Pro Ser Phe Gly Asp Pro Gin Leu Ser Pro Glu Ala Arg Pro Arg Cys 
265 270 275 

act tea cat tea gaa acg cca act gtc gat gat gaa gaa aag gtg gat 979 
Thr Ser His Ser Glu Thr Pro Thr Val Asp Asp Glu Glu Lys Val Asp 
280 285 290 

gaa cga gee aag ctg age gtc gee gec aag agg ttg ctt ttc agg gag 1027 
Glu Arg Ala Lys Leu Ser Val Ala Ala Lys Arg Leu Leu Phe Arg Glu 
295 300 305 

atg gaa aaa tct ttt gat gaa caa aat gtt cca aag cga cgc tea aga 1075 
Met Glu Lys Ser Phe Asp Glu Gin Asn Val Pro Lys Arg Arg Ser Arg 
310 315 320 325 

aac aca get gtg gag cag agg eta cgc cgt ctg cag gac agg tec etc 1123 
Asn Thr Ala Val Glu Gin Arg Leu Arg Arg Leu Gin Asp Arg Ser Leu 
330 335 ^ 340 
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acc cag ccc ate acc act gaa gag gtg gtc ate gca gec aca ttg cag 1171 

Thr Gin Pro He Thr Thr Glu Glu Val Val He Ala Ala Thr Leu Gin 

345 350 355 

gec tct get cac caa aag gec tta gee aag gac cag aca aat gag ggc 1219 
Ala Ser Ala His Gin Lys Ala Leu Ala Lys Asp Gin Thr Asn Glu Gly 
360 365 370 

aaa gag ctt get gag caa gga gaa cct gat tec tec act eta age ttg 1267 
Lys Glu Leu Ala Glu Gin Gly Glu Pro Asp Ser Ser Thr Leu Ser Leu 
375 380 ' 385 

gec gaa aag ttg gec ttg ttt aac aaa ttg tec cag cca gtc tea aaa 1315 
Ala Glu Lys Leu Ala Leu Phe Asn Lys Leu Ser Gin Pro Val Ser Lys 
390 395 400 405 

gcg att tct acc egg aac aga ata gac acg aga cag agg aga atg aac 1363 
Ala He Ser Thr Arg Asn Arg He Asp Thr Arg Gin Arg Arg Met Asn 
410 415 ' 420 

get cgc tat caa act cag cca gtc aca ctg gga gag gtg gag cag gtg 1411 
Ala Arg Tyr Gin Thr Gin Pro Val Thr Leu Gly Glu Val Glu Gin Val 
425 430 J 435 

cag agt gga aag etc att cct ttc tea cct gee gtg aac aca tea gtg 1459 
Gin Ser Gly Lys Leu He Pro Phe Ser Pro Ala Val Asn Thr Ser Val 
440 445 450 

tct acc gta gca tec acg gtt get cca atg tat gee gga gat ctt cgc 1507 
Ser Thr Val Ala Ser Thr Val Ala Pro Met Tyr Ala Gly Asp Leu Arg 
455 460 465 

aca aag cca cct ctt gac cac aat gca agt gee act gac tat aag ttt 1555 
Thr Lys Pro Pro Leu Asp His Asn Ala Ser Ala Thr Asp Tyr Lys Phe 
470 475 480 * " 485 

tct tct tea ata gaa aat teg gac tct cca gtt aga age att ctg aaa 1603 
Ser Ser Ser He Glu Asn Ser Asp Ser Pro Val Arg Ser He Leu Lys 
490 495 " 500 

teg caa get tgg cag cct ttg gta gag ggt age gag aac aag gga atg 1651 
Ser Gin Ala Trp Gin Pro Leu Val Glu Gly Ser Glu Asn Lys Gly Met 
505 510 515 

ttg aga gaa tat gga gag aca gaa age aag aga get ttg aca ggt cga 1699 
Leu Arg Glu Tyr Gly Glu Thr Glu Ser Lys Arg Ala Leu Thr Gly Arg 
520 525 ~ 530 

gac agt ggg atg gag aag tat ggg tec ttt gag gaa gca gaa gca tec 1747 
Asp Ser Gly Met Glu Lys Tyr Gly Ser Phe Glu Glu Ala Glu Ala Ser 
535 540 545 

tac ccc ate ctg aac cga gee agg gaa gga gac age cat aag gaa tct 1795 
Tyr Pro He Leu Asn Arg Ala Arg Glu Gly Asp Ser His Lys Glu Ser 
550 555 560 565 

aaa tat get gtt ccc aga aga gga age ctg gaa egg gcg aac cct ccc 1843 
Lys Tyr Ala Val Pro Arg Arg Gly Ser Leu Glu Arg Ala Asn Pro Pro 
570 575 580 

ate acc cac etc ggg gat gaa ccg aag gaa ttt tec atg get aaa atg 18 91 

He Thr His Leu Gly Asp Glu Pro Lys Glu Phe Ser Met Ala Lys Met 
585 590 595 
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aat gca caa gga aac ttg gac ttg agg gac agg ctg ccc ttt gaa gag 1939 
Asn Ala Gin Gly Asn Leu Asp Leu Arg Asp Arg Leu Pro Phe Glu Glu 
600 605 610 

aag gtg gag gtg gag aat gtt atg aaa agg aag ttt tea eta aga gcg 1987 
Lys Val Glu Val Glu Asn Val Met Lys Arg Lys Phe Ser Leu Arg Ala 
615 620 625 

gca gag ttc ggg gag ccc act tec gag cag acg ggg aca get get ggg 2035 
Ala Glu Phe Gly Glu Pro Thr Ser Glu Gin Thr Gly Thr Ala Ala Gly 
630 635 640 " 645 

aaa act att get caa ace aca gee ccc gtg tec tgg aag ccc cag gat 2083 
Lys Thr lie Ala Gin Thr Thr Ala Pro Val Ser Trp Lys Pro Gin Asp 
650 655 660 

tct teg gaa cag cca cag gag aag etc tgc aag aat cca tgt gcg atg 2131 
Ser Ser Glu Gin Pro Gin Glu Lys Leu Cys Lys Asn Pro Cys Ala Met 
665 670 675 

ttt get get gga gag ate aaa acg ccg aca ggg gag ggc ctt ctt gac 2179 
Phe Ala Ala Gly Glu lie Lys Thr Pro Thr Gly Glu Gly Leu Leu Asp 
680 685 690 

tea ccc age aaa acc atg tct att aaa gaa aga ttg gca ctg ttg aag 2227 
Ser Pro Ser Lys Thr Met Ser lie Lys Glu Arg Leu Ala Leu Leu Lys 
695 700 705 

aaa age ggg gag gaa gat tgg aga aac aga etc age agg agg cag gag 2275 
Lys Ser Gly Glu Glu Asp Trp Arg Asn Arg Leu Ser Arg Arg Gin Glu 
710 715 720 ~ 725 

99 c ggc aag gcg ccg gee age age ctg cac acc cag gaa gca ggg egg 2323 
Gly Gly Lys Ala Pro Ala Ser Ser Leu His Thr Gin Glu Ala Gly Arg 
730 735 740 

tec etc ate aag aag egg gtc aca gaa agt cga gag age caa atg acg 2371 
Ser Leu lie Lys Lys Arg Val Thr Glu Ser Arg Glu Ser Gin Met Thr 
745 750 755 

att gag gag agg aag cag etc ate act gtg aga gag gag gee tgg aag 2419 
lie Glu Glu Arg Lys Gin Leu lie Thr Val Arg Glu Glu Ala Trp Lys 
760 765 " 770 

acg aga ggc aga gga gcg gee aac gac teg acc cag ttc act gtg get 24 67 

Thr Arg Gly Arg Gly Ala Ala Asn Asp Ser Thr Gin Phe Thr Val Ala 
775 780 785 

ggc agg atg gtg aag aaa ggt ttg gcg tea cct act gee ata acc cca 2515 
Gly Arg Met Val Lys Lys Gly Leu Ala Ser Pro Thr Ala lie Thr Pro 
790 795 800 805 

gta gee tea gee att tgc ggt aaa aca aga ggc acc aca ccc gtt tec 2563 
Val Ala Ser Ala lie Cys Gly Lys Thr Arg Gly Thr Thr Pro Val Ser 
810 815 820 

aaa ccc ctg gaa gat ate gaa gee aga cca gat atg cag tta gaa teg 2611 
Lys Pro Leu Glu Asp lie Glu Ala Arg Pro Asp Met Gin Leu Glu Ser 
825 830 835 

gac ctg aag ttg gac agg ctg gaa acc ttt eta aga agg ctg aat aac 2659 
Asp Leu Lys Leu Asp Arg Leu Glu Thr Phe Leu Arg Arg Leu Asn Asn 
840 ~ ~ 845 850 
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aaa gtt ggc ggg atg cac gaa acg gtg etc act gtc acc ggc aaa tct 2707 
Lys Val Gly Gly Met His Glu Thr Val Leu Thr Val Thr Gly Lys Ser 
855 860 865 

gtg aag gag gtg atg aag cca gat gat gat gaa acc ttt gec aaa ttt 2755 
Val Lys Glu Val Met Lys Pro Asp Asp Asp Glu Thr Phe Ala Lys Phe 
870 875 880 885 



tac cgc age gtg gat tat aat atg cca aga agt cct gtg gag atg gat 
Tyr Arg Ser Val Asp Tyr Asn Met Pro Arg Ser Pro Val Glu Met Asp 
890 895 900 



2803 



gag gac ttc gat gtc att ttc gat cct tat gca ccc aaa ttg acg tct 2851 

Glu Asp Phe Asp Val lie Phe Asp Pro Tyr Ala Pro Lys Leu Thr Ser 
905 910 915 

tec gtg gec gag cac aag egg gca gtt agg ccc aag cgc egg gtt cag 2899 

Ser Val Ala Glu His Lys Arg Ala Val Arg Pro Lys Arg Arg Val Gin 
920 925 930 

gec tec aaa aac ccc ctg aaa atg ctg gcg gca aga gaa gat etc ctt 2947 

Ala Ser Lys Asn Pro Leu Lys Met Leu Ala Ala Arg Glu Asp Leu Leu 

935 940 945 

cag gaa tac act gag cag aga tta aac gtt gee ttc atg gag tea aag 2995 

Gin Glu Tyr Thr Glu Gin Arg Leu Asn Val Ala Phe Met Glu Ser Lys 
950 955 960 965 

egg atg aaa gta gaa aag atg tct tec aac tec aac ttc tea gaa gtc 3043 

Arg Met Lys Val Glu Lys Met Ser Ser Asn Ser Asn Phe Ser Glu Val 
970 975 980 



acc ctg gcg ggt tta gee agt aaa gaa aac ttc age aac gtc age ctg 
Thr Leu Ala Gly Leu Ala Ser Lys Glu Asn Phe Ser Asn Val Ser Leu 
985 990 995 



3091 



egg age gtc aac ctg acg gaa cag aac tct aac aac age gec gtg 
Arg Ser Val Asn Leu Thr Glu Gin Asn Ser Asn Asn Ser Ala Val 
1000 1005 1010 



3136 



ccc tac aag agg ctg atg ctg ttg cag att aaa gga aga aga cat 
Pro Tyr Lys Arg Leu Met Leu Leu Gin lie Lys Gly Arg Arg His 
1015 1020 1025 



3181 



gtg cag acc agg ctg gtg gaa cct cga get teg gcg etc aac agt 3226 
Val Gin Thr Arg Leu Val Glu Pro Arg Ala Ser Ala Leu Asn Ser 
1030 1035 1040 

ggg gac tgc ttc etc ctg etc tct ccc cac tgc tgc ttc ctg tgg 3271 
Gly Asp Cys Phe Leu Leu Leu Ser Pro His Cys Cys Phe Leu Trp 
1045 1050 1055 



gta gga gag ttt gca aac gtc ata gaa aag gcg aag gee tea gaa 
Val Gly Glu Phe Ala Asn Val lie Glu Lys Ala Lys Ala Ser Glu 
1060 1065 * 1070 



3316 



ctt gca act tta att cag aca aag agg gaa ctt ggt tgt aga get 
Leu Ala Thr Leu lie Gin Thr Lys Arg Glu Leu Gly Cys Arg Ala 
1075 1080 1085 



3361 



act tat ate caa acc att gaa gaa gga att aat aca cac act cat 
Thr Tyr He Gin Thr He Glu Glu Gly He Asn Thr His Thr His 
1090 1095 1100 



3406 
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gca gcc aaa gac ttc tgg 
Ala Ala Lys Asp Phe Trp 
1105 

caa tct get gga gac cca 
Gin Ser Ala Gly Asp Pro 
1120 

ata ata gaa act aac tgc 
lie lie Glu Thr Asn Cys 
1135 

gtt cct gat gac gac tac 
Val Pro Asp Asp Asp Tyr 
1150 

ctg caa ccc aaa gag gta 
Leu Gin Pro Lys Glu Val 
1165 

tac gta tgg cat ggg aaa 
Tyr Val Trp His Gly Lys 
1180 

gca ttt cag ctg gca aag 
Ala Phe Gin Leu Ala Lys 
1195 

gag aac tgt gac ate aat 
Glu Asn Cys Asp lie Asn 
1210 

ctt ate ccc aga aaa gga 
Leu lie Pro Arg Lys Gly 
1225 

ggg aga ctt act gaa cac 
Gly Arg Leu Thr Glu His 
1240 

ttt ctg gat tgg acg gaa 
Phe Leu Asp Trp Thr Glu 
1255 

ggg gaa ctt gcc cag cac 
Gly Glu Leu Ala Gin His 
1270 

gca tac gat gtg aca egg 
Ala Tyr Asp Val Thr Arg 
1285 

ggc ace ate ctg gac gga 
Gly Thr lie Leu Asp Gly 
1300 

gtg gaa gga cac gac agg 
Val Glu Gly His Asp Arg 
1315 

gtg gat gtc tgg cac ate 
Val Asp Val Trp His He 
1330 
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aag ctt ctg ggt ggc caa 
Lys Leu Leu Gly Gly Gin 
1110 

aaa gaa gat gaa etc tat 
Lys Glu Asp Glu Leu Tyr 
1125 

att tac cgt etc atg gat 
He Tyr Arg Leu Met Asp 
1140 

^99 999 aaa att ccg aag 
Trp Gly Lys He Pro Lys 
1155 

ctg gtg ttt gat ttt ggt 
Leu Val Phe Asp Phe Gly 
1170 

gaa gtc aca tta gca caa 
Glu Val Thr Leu Ala Gin 
1185 

cac tta tgg aat gga ace 
His Leu Trp Asn Gly Thr 
1200 

ccc ctg gat cct gga gaa 
Pro Leu Asp Pro Gly Glu 
1215 

cag ggg egg ccc gac tgg 
Gin Gly Arg Pro Asp Trp 
1230 

aat gag acg att ttg ttc 
Asn Glu Thr He Leu Phe 
1245 

ctg aag aga teg aat gag 
Leu Lys Arg Ser Asn Glu 
1260 

aag gaa gac ccc agg act 
Lys Glu Asp Pro Arg Thr 
1275 

atg gtg tec atg ccc cag 
Met Val Ser Met Pro Gin 
1290 

gtg aac gtc ggc cgt ggc 
Val Asn Val Gly Arg Gly 
1305 

agg cag ttt gag ate acc 
Arg Gin Phe Glu He Thr 
1320 

ctg gaa ttc gac tat age 
Leu Glu Phe Asp Tyr Ser 
1335 

Page 31 



acc agt tac 3451 
Thr Ser Tyr 
1115 

gaa gca gcc 3496 
Glu Ala Ala 
1130 

gac aaa ctt 3541 
Asp Lys Leu 
1145 

tgc tec ctt 3586 
Cys Ser Leu 
1160 

agt gaa gtt 3631 
Ser Glu Val 
1175 

cga aaa ata 3676 
Arg Lys He 
1190 

ttt gac tat 3721 
Phe Asp Tyr 
1205 

tgc aat ccg 3766 
Cys Asn Pro 
1220 

gcg ata ttt 3811 
Ala He Phe 
1235 

aaa gag aag 3856 
Lys Glu Lys 
1250 

aag aac ccc 3901 
Lys Asn Pro 
1265 

gat gtc aag 3946 
Asp Val Lys 
1280 

acg aca gca 3991 
Thr Thr Ala 
1295 

tat ggc ctg 4036 
Tyr Gly Leu 
1310 

age gtt tec 4081 
Ser Val Ser 
1325 

agg etc ccc 4126 
Arg Leu Pro 
1340 
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aaa caa age ate ggg cag 
Lys Gin Ser He Gly Gin 
1345 

aag tgg aag ttc atg gtg 
Lys Trp Lys Phe Met Val 
1360 

gga gag cac teg gtg agg 
Gly Glu His Ser Val Arg 
1375 

ttc ttc tgg caa ggc egg 
Phe Phe Trp Gin Gly Arg 
1390 

teg gcg ctg atg acg gtg 
Ser Ala Leu Met Thr Val 
1405 

gtc cag gtt etc cag gga 
Val Gin Val Leu Gin Gly 
1420 

ttc cag ggg ggg atg gtg 
Phe Gin Gly Gly Met Val 
1435 

gaa gaa aat gtg caa agt 
Glu Glu Asn Val Gin Ser 
1450 

gag gtg ccc gtg gaa ggg 
Glu Val Pro Val Glu Gly 
1465 

age age ctg agg tec aga 
Ser Ser Leu Arg Ser Arg 
1480 

aag gec etc ate tac ctg 
Lys Ala Leu He Tyr Leu 
1495 

acg aag gag gtc gga agg 
Thr Lys Glu Val Gly Arg 
1510 

tgt ccc ctg gaa gca gga 
Cys Pro Leu Glu Ala Gly 
1525 

cac gag tgt gat gaa ggc 
His Glu Cys Asp Glu Gly 
1540 

tta gga agg aga gac agg 
Leu Gly Arg Arg Asp Arg 
1555 

cct gga agt ttt aac ttc 
Pro Gly Ser Phe Asn Phe 
1570 
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ttc cat gag ggg gat gec 
Phe His Glu Gly Asp Ala 
1350 

age acg gca gtg gga agt 
Ser Thr Ala Val Gly Ser 
1365 

gca gec ggc aaa gag aag 
Ala Ala Gly Lys Glu Lys 
1380 

cac tec ace gtg agt gag 
His Ser Thr Val Ser Glu 
1395 

gag ctg gac gag gaa agg 
Glu Leu Asp Glu Glu Arg 
1410 

aag gag ccc ccc tgt ttc 
Lys Glu Pro Pro Cys Phe 
1425 

gtg cac teg ggg agg egg 
Val His Ser Gly Arg Arg 
1440 

gag tgg egg ctg tac tgc 
Glu Trp Arg Leu Tyr Cys 
1455 

aat ttg ctg gaa gtg gee 
Asn Leu Leu Glu Val Ala 
1470 

act tec atg gtg gtg ctt 
Thr Ser Met Val Val Leu 
1485 

tgg cac gga tgc aaa gee 
Trp His Gly Cys Lys Ala 
1500 

ace get gcg aac aag ate 
Thr Ala Ala Asn Lys He 
1515 

ctg cat agt age age aaa 
Leu His Ser Ser Ser Lys 
1530 

tec gag cca etc gga ttc 
Ser Glu Pro Leu Gly Phe 
1545 

aaa gec tac gat tgc atg 
Lys Ala Tyr Asp Cys Met 
1560 

gcg ccc cgc ctg ttc ate 
Ala Pro Arg Leu Phe He 
1575 
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tat gtg gtc 4171 

Tyr Val Val 

1355 

cgc cag aag 4 216 

Arg Gin Lys 

1370 

tgc gtc tac 4261 

Cys Val Tyr 

1385 

aag ggc acg 4306 

Lys Gly Thr 

1400 

ggg gee cag 4 351 

Gly Ala Gin 

1415 

ctg cag tgt 4396 

Leu Gin Cys 

1430 

gaa gag gaa 4 441 

Glu Glu Glu 

1445 

gtg cgt gga 4 486 

Val Arg Gly 

1460 

tgt cac tgt 4531 

Cys His Cys 

1475 

aac gtc aac 4576 

Asn Val Asn 

1490 

cag gee cac 4 621 

Gin Ala His 

1505 

aag gaa caa 4 666 

Lys Glu Gin 

1520 

gtc aca ata 4711 

Val Thr He 

1535 

tgg gat gec 4756 

Trp Asp Ala 

1550 

ctt caa gat 4801 

Leu Gin Asp 

1565 

etc age age 4846 

Leu Ser Ser 

1580 
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tec tct ggg gat ttt gca gec aca gag ttt gtg tac cct gec cga 

Ser Ser Gly Asp Phe Ala Ala Thr Glu Phe Val Tyr Pro Ala Arg 

1585 1590 1595 



4891 



gec ccc tct gtg gtc agt tec atg ccc ttc ctg cag gaa gat ctg 4 936 

Ala Pro Ser Val Val Ser Ser Met Pro Phe Leu Gin Glu Asp Leu 
1600 1605 1610 

tac age gcg ccc cag cca gca ctt ttc ctt gtt gac aat cac cac 4 981 

Tyr Ser Ala Pro Gin Pro Ala Leu Phe Leu Val Asp Asn His His 
1615 1620 1625 

gag gtg tac etc tgg caa ggc tgg tgg ccc ate gag aac aag ate 5026 
Glu Val Tyr Leu Trp Gin Gly Trp Trp Pro He Glu Asn Lys He 
1630 1635 1640 

act ggt tec gee cgc ate cgc tgg gec tec gac egg aag agt gcg 5071 
Thr Gly Ser Ala Arg He Arg Trp Ala Ser Asp Arg Lys Ser Ala 
1645 1650 1655 

atg gag act gtg etc cag tac tgc aaa gga aaa aat etc aag aaa 5116 
Met Glu Thr Val Leu Gin Tyr Cys Lys Gly Lys Asn Leu Lys Lys 
1660 1665 1670 

cca gec ccc aag tct tac ctt ate cac get ggt ctg gag ccc ctg 5161 
Pro Ala Pro Lys Ser Tyr Leu He His Ala Gly Leu Glu Pro Leu 
1675 1680 1685 

aca ttc ace aat atg ttt ccc age tgg gag cac aga gag gac ate 5206 
Thr Phe Thr Asn Met Phe Pro Ser Trp Glu His Arg Glu Asp He 
1690 1695 1700 

get gag ate aca gag atg gac acg gaa gtt tec aat cag ate acc 5251 
Ala Glu He Thr Glu Met Asp Thr Glu Val Ser Asn Gin He Thr 
1705 1710 1715 

etc gtg gaa gac gtc tta gee aag etc tgt aaa acc att tac ccg 5296 
Leu Val Glu Asp Val Leu Ala Lys Leu Cys Lys Thr He Tyr Pro 
1720 1725 " 1730 

ctg gec gac etc ctg gec agg cca etc ccg gag ggg gtc gat cct 5341 
Leu Ala Asp Leu Leu Ala Arg Pro Leu Pro Glu Gly Val Asp Pro 
1735 1740 1745 

ctg aag ctt gag ate tat etc acc gac gaa gac ttc gag ttt gca 5386 
Leu Lys Leu Glu He Tyr Leu Thr Asp Glu Asp Phe Glu Phe Ala 
1750 1755 1760 

eta gac atg acg agg gat gaa tac aac gee ctg ccc gee tgg aag 5431 
Leu Asp Met Thr Arg Asp Glu Tyr Asn Ala Leu Pro Ala Trp Lys 
1765 1770 1775 

cag gtg aac ctg aag aaa gca aaa ggc ctg ttc tga gtggggagac 5477 
Gin Val Asn Leu Lys Lys Ala Lys Gly Leu Phe 
1780 1785 

gecagaggag cctcacggtc acgtccaaca acaccactgc accagggaaa tggatatata 5537 

tttttggact ggtgtttttc acaaagtatt tttcaatcag agttttcaga acctgacatt 5597 

gttaaagata ctgcttgtcc cggagttgtg tattttgtaa atgttcaagg gaactgtttg 5657 

gaaacttctt tccaccattc a 5678 
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<210> 36 

<211> 1788 

<212> PRT 

<213> homo sapiens 

<400> 36 

Met Lys Arg Lys Glu Arg lie Ala Arg Arg Leu Glu Gly lie Glu Asn 
1 5 10 15 

Asp Thr Gin Pro lie Leu Leu Gin Ser Cys Thr Gly Leu Val Thr His 
20 25 30 

Arg Leu Leu Glu Glu Asp Thr Pro Arg Tyr Met Arg Ala Ser Asp Pro 
35 40 ^ 45 

Ala Ser Pro His lie Gly Arg Ser Asn Glu Glu Glu Glu Thr Ser Asp 
50 55 60 

Ser Ser Leu Glu Lys Gin Thr Arg Ser Lys Tyr Cys Thr Glu Thr Ser 
65 70 75 80 

Gly Val His Gly Asp Ser Pro Tyr Gly Ser Gly Thr Met Asp Thr His 
85 90 95 

Ser Leu Glu Ser Lys Ala Glu Arg lie Ala Arg Tyr Lys Ala Glu Arg 
100 105 ' 110 

Arg Arg Gin Leu Ala Glu Lys Tyr Gly Leu Thr Leu Asp Pro Glu Ala 
115 120 125 

Asp Ser Glu Tyr Leu Ser Arg Tyr Thr Lys Ser Arg Lys Glu Pro Asp 
130 135 140 

Ala Val Glu Lys Arg Gly Gly Lys Ser Asp Lys Gin Glu Glu Ser Ser 
145 150 155 160 

Arg Asp Ala Ser Ser Leu Tyr Pro Gly Thr Glu Thr Met Gly Leu Arg 
165 170 175 

Thr Cys Ala Gly Glu Ser Lys Asp Tyr Ala Leu His Val Gly Asp Gly 
180 185 190 

Ser Ser Asp Pro Glu Val Leu Leu Asn lie Glu Asn Gin Arg Arg Gly 
195 200 205 

Gin Glu Leu Ser Ala Thr Arg Gin Ala His Asp Leu Ser Pro Ala Ala 
210 215 220 
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Glu Ser Ser Ser Thr Phe Ser Phe Ser Gly Arg Asp Ser Ser Phe Thr 
225 230 235 240 

Glu Val Pro Arg Ser Pro Lys His Ala His Ser Ser Ser Leu Gin Gin 
245 250 255 

Ala Ala Ser Arg Ser Pro Ser Phe Gly Asp Pro Gin Leu Ser Pro Glu 
260 265 ^ 270 

Ala Arg Pro Arg Cys Thr Ser His Ser Glu Thr Pro Thr Val Asp Asp 
275 280 285 

Glu Glu Lys Val Asp Glu Arg Ala Lys Leu Ser Val Ala Ala Lys Arg 
290 295 300 

Leu Leu Phe Arg Glu Met Glu Lys Ser Phe Asp Glu Gin Asn Val Pro 
305 310 315 320 

Lys Arg Arg Ser Arg Asn Thr Ala Val Glu Gin Arg Leu Arg Arg Leu 
325 330 335 

Gin Asp Arg Ser Leu Thr Gin Pro lie Thr Thr Glu Glu Val Val lie 
340 345 350 

Ala Ala Thr Leu Gin Ala Ser Ala His Gin Lys Ala Leu Ala Lys Asp 
355 360 365 

Gin Thr Asn Glu Gly Lys Glu Leu Ala Glu Gin Gly Glu Pro Asp Ser 
370 375 380 

Ser Thr Leu Ser Leu Ala Glu Lys Leu Ala Leu Phe Asn Lys Leu Ser 
385 390 395 400 

Gin Pro Val Ser Lys Ala lie Ser Thr Arg Asn Arg lie Asp Thr Arg 
405 410 415 

Gin Arg Arg Met Asn Ala Arg Tyr Gin Thr Gin Pro Val Thr Leu Gly 
420 425 430 

Glu Val Glu Gin Val Gin Ser Gly Lys Leu lie Pro Phe Ser Pro Ala 
435 440 445 

Val Asn Thr Ser Val Ser Thr Val Ala Ser Thr Val Ala Pro Met Tyr 
450 455 460 

Ala Gly Asp Leu Arg Thr Lys Pro Pro Leu Asp His Asn Ala Ser Ala 
465 470 475 480 
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Thr Asp Tyr Lys Phe Ser Ser Ser lie Glu Asn Ser Asp Ser Pro Val 
485 490 495 



Arg Ser lie Leu Lys Ser Gin Ala Trp Gin Pro Leu Val Glu Gly Ser 
500 505 510 



Glu Asn Lys Gly Met Leu Arg Glu Tyr Gly Glu Thr Glu Ser Lys Arg 
515 520 525 



Ala Leu Thr Gly Arg Asp Ser Gly Met Glu Lys Tyr Gly Ser Phe Glu 
530 535 540 



Glu Ala Glu Ala Ser Tyr Pro lie Leu Asn Arg Ala Arg Glu Gly Asp 
545 550 555 " 560 



Ser His Lys Glu Ser Lys Tyr Ala Val Pro Arg Arg Gly Ser Leu Glu 
565 570 575 



Arg Ala Asn Pro Pro lie Thr His Leu Gly Asp Glu Pro Lys Glu Phe 
580 585 590 



Ser Met Ala Lys Met Asn Ala Gin Gly Asn Leu Asp Leu Arg Asp Arg 
595 600 605 



Leu Pro Phe Glu Glu Lys Val Glu Val Glu Asn Val Met Lys Arg Lys 
610 615 620 



Phe Ser Leu Arg Ala Ala Glu Phe Gly Glu Pro Thr Ser Glu Gin Thr 
625 630 635 640 



Gly Thr Ala Ala Gly Lys Thr lie Ala Gin Thr Thr Ala Pro Val Ser 
645 650 655 



Trp Lys Pro Gin Asp Ser Ser Glu Gin Pro Gin Glu Lys Leu Cys Lys 
660 665 670 



Asn Pro Cys Ala Met Phe Ala Ala Gly Glu lie Lys Thr Pro Thr Gly 
675 680 685 



Glu Gly Leu Leu Asp Ser Pro Ser Lys Thr Met Ser lie Lys Glu Arg 
690 695 700 



Leu Ala Leu Leu Lys Lys Ser Gly Glu Glu Asp Trp Arg Asn Arg Leu 
705 710 715 ' 720 



Ser Arg Arg Gin Glu Gly Gly Lys Ala Pro Ala Ser Ser Leu His Thr 
725 730 735 
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Gin Glu Ala Gly Arg Ser Leu lie Lys Lys Arg Val Thr Glu Ser Arg 
740 745 750 



Glu Ser Gin Met Thr He Glu Glu Arg Lys Gin Leu He Thr Val Arg 
755 760 765 



Glu Glu Ala Trp Lys Thr Arg Gly Arg Gly Ala Ala Asn Asp Ser Thr 
770 775 780 



Gin Phe Thr Val Ala Gly Arg Met Val Lys Lys Gly Leu Ala Ser Pro 
785 790 795 800 



Thr Ala He Thr Pro Val Ala Ser Ala He Cys Gly Lys Thr Arg Gly 
805 810 815 



Thr Thr Pro Val Ser Lys Pro Leu Glu Asp He Glu Ala Arg Pro Asp 
820 825 830 



Met Gin Leu Glu Ser Asp Leu Lys Leu Asp Arg Leu Glu Thr Phe Leu 
835 840 845 



Arg Arg Leu Asn Asn Lys Val Gly Gly Met His Glu Thr Val Leu Thr 
850 855 860 



Val Thr Gly Lys Ser Val Lys Glu Val Met Lys Pro Asp Asp Asp Glu 
865 870 875 880 



Thr Phe Ala Lys Phe Tyr Arg Ser Val Asp Tyr Asn Met Pro Arg Ser 
885 890 895 



Pro Val Glu Met Asp Glu Asp Phe Asp Val He Phe Asp Pro Tyr Ala 
900 905 910 



Pro Lys Leu Thr Ser Ser Val Ala Glu His Lys Arg Ala Val Arg Pro 
915 920 925 



Lys Arg Arg Val Gin Ala Ser Lys Asn Pro Leu Lys Met Leu Ala Ala 
930 935 940 



Arg Glu Asp Leu Leu Gin Glu Tyr Thr Glu Gin Arg Leu Asn Val Ala 
945 950 955 960 



Phe Met Glu Ser Lys Arg Met Lys Val Glu Lys Met Ser Ser Asn Ser 
965 970 975 



Asn Phe Ser Glu Val Thr Leu Ala Gly Leu Ala Ser Lys Glu Asn Phe 
980 985 990 
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Ser Asn Val Ser Leu Arg Ser Val Asn Leu Thr Glu Gin Asn Ser Asn 
995 1000 1005 

Asn Ser Ala Val Pro Tyr Lys Arg Leu Met Leu Leu Gin He Lys 
1010 1015 1020 

Gly Arg Arg His Val Gin Thr Arg Leu Val Glu Pro Arg Ala Ser 
1025 1030 1035 

Ala Leu Asn Ser Gly Asp Cys Phe Leu Leu Leu Ser Pro His Cys 
1040 1045 1050 

Cys Phe Leu Trp Val Gly Glu Phe Ala Asn Val He Glu Lys Ala 
1055 1060 1065 

Lys Ala Ser Glu Leu Ala Thr Leu He Gin Thr Lys Arg Glu Leu 
1070 1075 1080 

Gly Cys Arg Ala Thr Tyr He Gin Thr He Glu Glu Gly He Asn 
1085 1090 1095 

Thr His Thr His Ala Ala Lys Asp Phe Trp Lys Leu Leu Gly Gly 
1100 1105 1110 

Gin Thr Ser Tyr Gin Ser Ala Gly Asp Pro Lys Glu Asp Glu Leu 
1115 1120 1125 

Tyr Glu Ala Ala He He Glu Thr Asn Cys He Tyr Arg Leu Met 
1130 1135 1140 

Asp Asp Lys Leu Val Pro Asp Asp Asp Tyr Trp Gly Lys He Pro 
1145 1150 1155 

Lys Cys Ser Leu Leu Gin Pro Lys Glu Val Leu Val Phe Asp Phe 
1160 1165 1170 

Gly Ser Glu Val Tyr Val Trp His Gly Lys Glu Val Thr Leu Ala 
1175 1180 1185 

Gin Arg Lys lie Ala Phe Gin Leu Ala Lys His Leu Trp Asn Gly 
1190 1195 1200 

Thr Phe Asp Tyr Glu Asn Cys Asp He Asn Pro Leu Asp Pro Gly 
1205 1210 1215 

Glu Cys Asn Pro Leu He Pro Arg Lys Gly Gin Gly Arg Pro Asp 
1220 1225 ' 1230 
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Trp Ala lie Phe Gly Arg Leu Thr Glu His Asn Glu Thr He Leu 
1235 1240 1245 

Phe Lys Glu Lys Phe Leu Asp Trp Thr Glu Leu Lys Arg Ser Asn 
1250 1255 1260 

Glu Lys Asn Pro Gly Glu Leu Ala Gin His Lys Glu Asp Pro Arg 
1265 1270 1275 

Thr Asp Val Lys Ala Tyr Asp Val Thr Arg Met Val Ser Met Pro 
1280 1285 1290 

Gin Thr Thr Ala Gly Thr He Leu Asp Gly Val Asn Val Gly Arg 
1295 1300 1305 

Gly Tyr Gly Leu Val Glu Gly His Asp Arg Arg Gin Phe Glu He 
1310 1315 1320 

Thr Ser Val Ser Val Asp Val Trp His He Leu Glu Phe Asp Tyr 
1325 1330 1335 

Ser Arg Leu Pro Lys Gin Ser He Gly Gin Phe His Glu Gly Asp 
1340 1345 1350 

Ala Tyr Val Val Lys Trp Lys Phe Met Val Ser Thr Ala Val Gly 
1355 1360 1365 

Ser Arg Gin Lys Gly Glu His Ser Val Arg Ala Ala Gly Lys Glu 
1370 1375 1380 

Lys Cys Val Tyr Phe Phe Trp Gin Gly Arg His Ser Thr Val Ser 
1385 1390 1395 

Glu Lys Gly Thr Ser Ala Leu Met Thr Val Glu Leu Asp Glu Glu 
1400 1405 1410 

Arg Gly Ala Gin Val Gin Val Leu Gin Gly Lys Glu Pro Pro Cys 
1415 1420 1425 

Phe Leu Gin Cys Phe Gin Gly Gly Met Val Val His Ser Gly Arg 
1430 1435 1440 

Arg Glu Glu Glu Glu Glu Asn Val Gin Ser Glu Trp Arg Leu Tyr 
1445 1450 1455 

Cys Val Arg Gly Glu Val Pro Val Glu Gly Asn Leu Leu Glu Val 
1460 1465 1470 



Page 39 



WO 2005/007830 



PCT/US2004/022850 



61835-l.ST25.txt 
Ala Cys His Cys Ser Ser Leu Arg Ser Arg Thr Ser Met Val Val 
1475 1480 1485 

Leu Asn Val Asn Lys Ala Leu lie Tyr Leu Trp His Gly Cys Lys 
14 90 14 95 ~ 1500 

Ala Gin Ala His Thr Lys Glu Val Gly Arg Thr Ala Ala Asn Lys 
1505 1510 ' 1515 

lie Lys Glu Gin Cys Pro Leu Glu Ala Gly Leu His Ser Ser Ser 
1520 1525 1530 

Lys Val Thr lie His Glu Cys Asp Glu Gly Ser Glu Pro Leu Gly 
1535 1540 1545 

Phe Trp Asp Ala Leu Gly Arg Arg Asp Arg Lys Ala Tyr Asp Cys 
1550 1555 1560 

Met Leu Gin Asp Pro Gly Ser Phe Asn Phe Ala Pro Arg Leu Phe 
1565 1570 1575 

lie Leu Ser Ser Ser Ser Gly Asp Phe Ala Ala Thr Glu Phe Val 
1580 1585 1590 

Tyr Pro Ala Arg Ala Pro Ser Val Val Ser Ser Met Pro Phe Leu 
1595 1600 1605 

Gin Glu Asp Leu Tyr Ser Ala Pro Gin Pro Ala Leu Phe Leu Val 
1610 1615 . 1620 

Asp Asn His His Glu Val Tyr Leu Trp Gin Gly Trp Trp Pro lie 
1625 1630 1635 

Glu Asn Lys lie Thr Gly Ser Ala Arg lie Arg Trp Ala Ser Asp 
1640 1645 1650 

Arg Lys Ser Ala Met Glu Thr Val Leu Gin Tyr Cys Lys Gly Lys 
1655 1660 1665 

Asn Leu Lys Lys Pro Ala Pro Lys Ser Tyr Leu He His Ala Gly 
1670 1675 1680 

Leu Glu Pro Leu Thr Phe Thr Asn Met Phe Pro Ser Trp Glu His 
1685 1690 1695 

Arg Glu Asp He Ala Glu He Thr Glu Met Asp Thr Glu Val Ser 
1700 1705 1710 
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Asn Gin lie Thr Leu Val Glu Asp Val Leu Ala Lys Leu Cys Lys 
1715 1720 1725 



Thr He Tyr Pro Leu Ala Asp Leu Leu Ala Arg Pro Leu Pro Glu 
1730 1735 1740 



Gly Val Asp Pro Leu Lys Leu Glu He Tyr Leu Thr Asp Glu Asp 
1745 1750 1755 



Phe Glu Phe Ala Leu Asp Met Thr Arg Asp Glu Tyr Asn Ala Leu 
1760 1765 1770 



Pro Ala Trp Lys Gin Val Asn Leu Lys Lys Ala Lys Gly Leu Phe 
1775 1780 * 1785 



<210> 37 

<211> 604 

<212> DNA 

<213> homo sapiens 



<220>. 

<221> misc_f eature 

<222> (505) . . (505) 

<223> n is a, c, g, or t 

<400> 37 



ttttgacatt 


tttttatttt 


tattgaaaat 


aaaaaagtca 


tggtgctttc 


ttcctcataa 


60 


gtggcatatg 


gacaccccca 


gtgctgccgg 


tctcgcttcc 


ggtacaaaag 


tctcagcagg 


120 


aaaccaacct 


taatggcttg 


ttgatggata 


agacggcatc 


aacttgtaca 


tttgcccatt 


180 


gagagaactc 


ccaggagcaa 


ctgtcctctc 


tccagtacac 


gcggcacgtt 


gctaagaagg 


240 


cagatttcag 


gatattcaca 


ttcatgcatt 


acgtatctca 


cactacctgg 


gcagtttaac 


300 


tcatactttg 


tacagatgca 


gagagtacag 


tagttgtatt 


tatatatata 


tatatgtaga 


360 


gatctcttta 


aatatatata 


gctatatata 


atatatatgt 


ttatatgttt 


acacctatta 


420 


gtctttcttc 


caaaacttcc 


tttagaagct 


tcttaggaac 


acctgaaacc 


tctgggagat 


480 


cctatgatct 


gagttccaaa 


gttgnggtca 


actgtgagac 


ggctggaaaa 


gatctatttg 


540 


agaaaatgag 


aagggaagtg 


catttcattc 


ttgacctcag 


ggctcggact 


agcctgagga 


600 


tcgg 












604 



<210> 38 

<2H> 2039 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (130) . . (633) 
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<400> 38 

cctttgtcat tctagctgcc tgctgcctcc gcagcgtccc cccagctctc cctgtgctaa 60 

ctgcctgcac cttggacaga gcgggtgcgc aaatcagaag gattagttgg gacctgcctt 120 

ggcgacccc atg gca tec ccc aga acc gta act att gtg gec etc tea gtg 171 
Met Ala Ser Pro Arg Thr Val Thr He Val Ala Leu Ser Val 
1 5 10 

gee ctg gga etc ttc ttt gtt ttc atg ggg act ate aag ctg acc ccc 219 
Ala Leu Gly Leu Phe Phe Val Phe Met Gly Thr He Lys Leu Thr Pro 
15 20 " 25 30 

agg etc age aag gat gee tac agt gag atg aaa cgt get tac aag age 267 
Arg Leu Ser Lys Asp Ala Tyr Ser Glu Met Lys Arg Ala Tyr Lys Ser 
35 40 45 

tat gtt cga gee etc cct ctg ctg aag aaa atg ggg ate aat tec att 315 
Tyr Val Arg Ala Leu Pro Leu Leu Lys Lys Met Gly He Asn Ser He 
50 55 60 

etc etc cga aaa age att ggt gee ctt gaa gtg gec tgt ggc ate gtc 363 
Leu Leu Arg Lys Ser He Gly Ala Leu Glu Val Ala Cys Gly He Val 
65 70 75 

atg acc ctt gtg cct ggg cgt ccc aaa gat gtg gee aac ttc ttc eta 411 
Met Thr Leu Val Pro Gly Arg Pro Lys Asp Val Ala Asn Phe Phe Leu 
80 85 90 

ctg ttg ctg gtg ttg get gtg etc ttc ttc cac cag ctg gtc ggt gat 459 
Leu Leu Leu Val Leu Ala Val Leu Phe Phe His Gin Leu Val Gly Asp 
9 5 100 105 110 

cct etc aaa cgc tac gee cat get ctg gtg ttt gga ate ctg etc act 507 
Pro Leu Lys Arg Tyr Ala His Ala Leu Val Phe Gly lie Leu Leu Thr 
115 120 ~ 125 

tgc cgc ctg ctg att get cgc aag ccc gaa gac egg tct tct gag aag 555 
Cys Arg Leu Leu lie Ala Arg Lys Pro Glu Asp Arg Ser Ser Glu Lys 
130 135 140 

aag cct ttg cca ggg aat get gag gag caa ccc tec tta tat gag aag 603 
Lys Pro Leu Pro Gly Asn Ala Glu Glu Gin Pro Ser Leu Tyr Glu Lys 
145 150 155 

gee cct cag ggc aaa gtg aag gtg tea tag aaaagtggaa gtgeaaagag 653 
Ala Pro Gin Gly Lys Val Lys Val Ser 
160 165 

tggaccttcc aggcagttgc gtccatgaca ccaggaagat gtcagtgtgt gtttttcatt 713 

tgatttattt atcttgggga aagtgaaaaa tgtaatctgc aagttaatga ccctattggc 773 

ttgtgtacat etatatgeta aaatgacttc cccacattga catttgtgcg ccacctttaa 833 

tcactctggg gcaactctca catcttgetg catgtacatg tataeggcta ctattgaagt 893 

gtaattgtga gatggactcc aacaagcatg tgactgtgag attgtgtgtg ggaaaatgta 953 

tttaactact ctgtgtgtgt gtgtgtgtgt gtgtgcgcac gcgcgcacgc gcacacactc 1013 

acgcacacac aagcagagaa ggegctgate ttgaactaat cctgcacagg catccttccc 1073 
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tttatagatt 


gattccagca 


aaggcggaat 


aaaacaaatt 


tcctatgaag 


agaatcctga 


1133 


tatgaaacaa 


gtcatgtagt 


ctcatggccg 


ggaatctctc 


cacagatact 


aacaacttaa 


1193 


acttactact 


ttaggagaaa 


aaaaaaaaca 


ttcaatttcg 


gacactgagt 


tatatatgaa 


1253 


attaattagg 


ctctagtcca 


acagttgttt 


acattttaaa 


tagt-ccatat 


tgaatttaat 


1313 


taaaacaagg 


gatgcatgca 


gtcaaattga 


tagtttaatt 


cttcaagtga taatatagga 


1373 


agtttcacct 


tgcctttgtc 


caagccccac 


ctattaaaac 


cctttactca 


cagtttgaaa 


1433 


ctgaagcagt 


aaacttgttt 


ccagacatct 


ttttcagatt 


gtcttaagcc 


caaagttgcc 


1493 


tcacttccac 


tattctcagc 


agccaaccag 


gatttggcag 


ctgctccact 


gttacggttg 


1553 


agggaacagg 


gatcagccct 


gttagaagtc 


tgtgagcctc 


aaactctacc 


tgttctctgc 


1613 


aatcatccaa 


aatttgaaaa 


agaagctata 


tccagtgttt 


cactgccaaa 


cagattcact 


1673 


actcttactg 


attcttcact 


gagctttgct 


agtataagca 


gagttccaag 


tctcccctag 


1733 


ggttgtctct 


acatttcttt 


atcattccag 


tgggtagggt 


ttagctgggg 


gaaggacatt 


1793 


tcataagggt 


tagttggact 


gagcagtatg 


gacatttgct 


tttttcatta 


cgtactgttg 


1853 


tttttccttg 


ttaggtgtgc 


tttggtggtt 


ttaatattat 


tgtgccaggg 


atggggaaat 


1913 


ggggggggtt 


gtgtgggaag 


agtacttatt 


attgtgtttt 


cttcagtgta 


attgttcttg 


1973 


gtaattgata 


cctctctgtt 


ttatttctct 


cattctttca 


aaataaaact 


ttttgaaatt 


2033 


tggagg 












2039 



<210> 39 

<211> 167 

<212> PRT 

<213> homo sapiens 

<400> 39 

Met Ala Ser Pro Arg Thr Val Thr He Val Ala Leu Ser Val Ala Leu 
1 5 10 15 

Gly Leu Phe Phe Val Phe Met Gly Thr He Lys Leu Thr Pro Arg Leu 
20 25 30 

Ser Lys Asp Ala Tyr Ser Glu Met Lys Arg Ala Tyr Lys Ser Tyr Val 
35 4 0 4 5 

Arg Ala Leu Pro Leu Leu Lys Lys Met Gly He Asn Ser He Leu Leu 
50 55 60 

Arg Lys Ser He Gly Ala Leu Glu Val Ala Cys Gly He Val Met Thr 
6 $ 70 75 80 

Leu Val Pro Gly Arg Pro Lys Asp Val Ala Asn Phe Phe Leu Leu Leu 
85 90 95 
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Leu Val Leu Ala Val Leu Phe Phe His Gin Leu Val Gly Asp Pro Leu 
100 105 110 

Lys Arg Tyr Ala His Ala Leu Val Phe Gly He Leu Leu Thr Cys Arg 
115 120 * 125 

Leu Leu He Ala Arg Lys Pro Glu Asp Arg Ser Ser Glu Lys Lys Pro 
130 135 140 

Leu Pro Gly Asn Ala Glu Glu Gin Pro Ser Leu Tyr Glu Lys Ala Pro 
145 150 155 160 

Gin Gly Lys Val Lys Val Ser 
165 

<210> 40 

<211> 1646 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (75).. (509) 

<400> 40 

acttcccggt ggagtgagga acccagcaac acgctcctga cttcccttcc caaggactcg 60 

acctgagaac cgcc atg tac teg gag ate cag agg gag egg gca gac att 110 
Met Tyr Ser Glu He Gin Arg Glu Arg Ala Asp He 
1 5 10 

ggg ggc ctg atg gee egg cca gaa tac aga gag tgg aat ccg gag etc 158 
Gly Gly Leu Met Ala Arg Pro Glu Tyr Arg Glu Trp Asn Pro Glu Leu 
15 20 25 

ate aag ccc aag aag ctg ctg aac ccc gtg aag gee tct egg agt cac 206 
He Lys Pro Lys Lys Leu Leu Asn Pro Val Lys Ala Ser Arg Ser His 
30 35 40 

cag gag etc cac egg gag ctg etc atg aac cac aga agg ggc ctt ggt 254 
Gin Glu Leu His Arg Glu Leu Leu Met Asn His Arg Arg Gly Leu Gly 
45 50 55 " 60 

gtg gac age aag cca gag ctg cag cgt gtc eta gag cac cgc egg egg 302 
Val Asp Ser Lys Pro Glu Leu Gin Arg Val Leu Glu His Arg Arg Arg 
65 70 75 

aac cag etc ate aag aag aag aag gag gag ctg gaa gee aag egg ctg 350 
Asn Gin Leu He Lys Lys Lys Lys Glu Glu Leu Glu Ala Lys Arg Leu 
80 85 90 

cag tgc ccc ttt gag cag gag ctg ctg aga egg cag cag agg ctg aac 398 
Gin Cys Pro Phe Glu Gin Glu Leu Leu Arg Arg Gin Gin Arg Leu Asn 
95 100 105 

cag ctg gaa aaa cca cca gag aag gaa gag gat cac gee ccc gag ttt 44 6 
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Gin Leu Glu Lys Pro Pro Glu Lys Glu Glu Asp His Ala Pro Glu Phe 
ilO 115 120 

att aaa gtc agg gaa aac ctg egg aga att gec aca ctg acc age gaa 494 
He Ly s Val Arg Glu Asn Leu Arg Arg He Ala Thr Leu Thr Ser Glu 
125 130 135 140 

gag aga gag ctg tag ggccagctgc egggctcagg ccactgccca ccctggcctg 54 9 

Glu Arg Glu Leu 



gacagcctcc 


ttcagccctt 


ct crtacctcfcr 




^* ^ a ^ 

Lcccaygccc 


uygyaegtet 


o09 


gtgatgttcc 


cacctgctt c 


tataaaaato 




yayyyccLyjy 


4- /-» 4* /*» +» ^» 

CLCtcccugg 




gaggctqggg 


cccctaagct 


cct aaatttt 




A /"^ n /"^ /"» +* 

dtttayCCCl 


cc cgc Lccaa 


"7 0 0 


qaoqqataac 


ctacacccct" 


^ ^ 1 — uaay u 


<"T<Tt* 4" rr r± n 

yy <- CvdydyC 


ccageacagg 


agctttctct 


789 


qqcaqaatta 


aaaaaaaaaa 

^ *-* *^ LA U \A d 


Cicit'cicicrct' 
y y u^^^uu u t> 


Lyati Ly dud 


ayCCtlCtgL 


t ctgcccagg 


84 9 


ccttcccacc 


aggaat ctcc 




»y y y ccccyc 


t t ct ccgt ac 


accccagctc 


909 


ctaggt ctca 


aaaaactccc 

^3 ^ S-* w*- \^ I— \^ V#» \w» 


owawv* l. y t y y 


LLLLdCCtyC 


agecagcaga 


gctztagcttc 


969 


aaggacacct 


gecttcaaag 




gaggaagggc 


agggcagact 


gcaggtggcc 


1029 


ttgttgctgg 


catcccggcc 


aggtgggcgg 


ggactaacaa 


agacagctgt 


ttagggtctt 


1089 


ctcccctcac 


ccatgctttc 


atcatcccct 


ccgcacagcc 


tccccgtcca 


ggccttctaa 


1149 


ccacacctac 


ccagggctgc 


cgcattcctg 


cactcagaag 


tetgeagegg 


tgcctcacaa 


1209 


acttgattgt 


gcataaaaat 


cactggggat 


cttgttaata 


cagattctaa 


ctcaatagat 


1269 


ctgggagatc 


ctgeatttet 


aacaagctcc 


caggtaaggc 


ggaggctget 


ggtgtgagga 


1329 


ccatgctgtg 


agcagcaggg 


egagagtgee 


cagggctgat 


atatattgga 


aatatcaccc 


1389 


ctgaagecat 


cgctggcccc 


cacctcctgt 


ggactgatgc 


cccagggatt 


cccaccccac 


1449 


ttctgcaacc 


ccaggtatcc 


ttcattatcc 


accccatccc 


agactcccac 


cccagggatt 


1509 


gcccgtgaag 


actttggect 


agcaaattgt 


gttggttatg 


tgagtgttgt 


tttaatcaga 


1569 


gatgtacatg attgecaate 


tgeatttett 


accagtgtga 


ccacactgtt 


aegatgeaat 


1629 


tetagecaaa 


aaaaaaa 










1646 



<210> 41 

<211> 144 

<212> PRT 

<213> homo sapiens 

<400> 41 

Met Tyr Ser Glu He Gin Arg Glu Arg Ala Asp He Gly Gly Leu Met 
1 5 10 15 

Ala Arg Pro Glu Tyr Arg Glu Trp Asn Pro Glu Leu He Lys Pro Lys 
20 25 30 
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Lys Leu Leu Asn Pro Val Lys Ala Ser Arg Ser His Gin Glu Leu His 
35 40 45 



Arg Glu Leu Leu Met Asn His Arg Arg Gly Leu Gly Val Asp Ser Lys 
50 55 60 



Pro Glu Leu Gin Arg Val Leu Glu His Arg Arg Arg Asn Gin Leu lie 
65 70 75 " 80 



Lys Lys Lys Lys Glu Glu Leu Glu Ala Lys Arg Leu Gin Cys Pro Phe 
85 90 " 95 



Glu Gin Glu Leu Leu Arg Arg Gin Gin Arg Leu Asn Gin Leu Glu Lys 
100 105 110 



Pro Pro Glu Lys Glu Glu Asp His Ala Pro Glu Phe lie Lys Val Arg 
115 120 125 



Glu Asn Leu Arg Arg lie Ala Thr Leu Thr Ser Glu Glu Arg Glu Leu 
130 135 140 



<210> 42 

<211> 228 

<212> DNA 

<213> homo sapiens 

<400> 42 

tttttttttt tttttttagg ctttattgaa tttatttgct ttgcatatat cttaaatcaa 60 

aaaagttaaa gaagtagaaa agttgtcaga atatgccttt aggcatttaa aaagaactta 120 

atctcttcat ttaaaaacag aactttgttg ttaactgtgg aaaagaaatt gttattggag 180 

agttctcaga gtgagaatag ctgaatacag gttcactgtg aaaaaaag 228 



<210> 43 

<211> 2797 

<212> DNA 

<213> homo sapiens 



<220> 

<221> CDS 

<222> (351) . . (1775) 



<400> 43 

ttccccagca ttcgagaaac tcctctctac tttagcacgg tctccagact cagccgagag 



60 



acagcaaact gcagcgcggt gagagagcga gagagaggga gagagagact ctccagcctg 



120 



ggaactataa ctcctctgcg agaggcggag aactccttcc ccaaatcttt tggggacttt 
tctctcttta cccacctccg cccctgcgag gagttgaggg gccagttcgg ccgccgcgcg 
cgtcttcccg ttcggcgtgt gcttggcccg gggaaccggg agggcccggc gatcgcgcgg 



180 



240 



300 
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cggccgccgc gagggtgtga gcgcgcgtgg gcgcccgccg agccgaggcc atg gtg 356 

Met Val 
1 

cag caa acc aac aat gcc gag aac acg gaa gcg ctg ctg gcc ggc gag 404 
Gin Gin Thr Asn Asn Ala Glu Asn Thr Glu Ala Leu Leu Ala Gly Glu 
5 10 15 

age teg gac teg ggc gcc ggc etc gag ctg gga ate gcc tec tec ccc 4 52 

Ser Ser Asp Ser Gly Ala Gly Leu Glu Leu Gly lie Ala Ser Ser Pro 
20 25 30 

acg ccc ggc tec acc gcc tec acg ggc ggc aag gcc gac gac ccg age 500 
Thr Pro Gly Ser Thr Ala Ser Thr Gly Gly Lys Ala Asp Asp Pro Ser 
35 40 45 ~ 50 

tgg tgc aag acc ccg agt ggg cac ate aag cga ccc atg aac gcc ttc 54 8 

Trp Cys Lys Thr Pro Ser Gly His lie Lys Arg Pro Met Asn Ala Phe 
55 60 65 

atg gtg tgg teg cag ate gag egg cgc aag ate atg gag cag teg ccc 596 
Met Val Trp Ser Gin lie Glu Arg Arg Lys lie Met Glu Gin Ser Pro 
70 75 80 

gac atg cac aac gcc gag ate tec aag egg ctg ggc aaa cgc tgg aag 64 4 

Asp Met His Asn Ala Glu lie Ser Lys Arg Leu Gly Lys Arg Trp Lys 
85 90 95 

ctg etc aaa gac age gac aag ate cct ttc att cga gag gcg gag egg 692 
Leu Leu Lys Asp Ser Asp Lys lie Pro Phe lie Arg Glu Ala Glu Arg 
100 105 110 

ctg cgc etc aag cac atg get gac tac ccc gac tac aag tac egg ccc 740 
Leu Arg Leu Lys His Met Ala Asp Tyr Pro Asp Tyr Lys Tyr Arg Pro 
115 120 125 130 

agg aag aag gtg aag tec ggc aac gcc aac tec age tec teg gcc gcc 788 
Arg Lys Lys Val Lys Ser Gly Asn Ala Asn Ser Ser Ser Ser Ala Ala 
135 140 145 

gcc tec tec aag ccg ggg gag aag gga gac aag gtc ggt ggc agt ggc 836 
Ala Ser Ser Lys Pro Gly Glu Lys Gly Asp Lys Val Gly Gly Ser Gly 
150 155 160 

ggg ggc ggc cat ggg ggc ggc ggc ggc ggc ggg age age aac gcg ggg 884 
Gly Gly Gly His Gly Gly Gly Gly Gly Gly Gly Ser Ser Asn Ala Gly 
165 170 175 

gga gga ggc ggc ggt gcg agt ggc ggc ggc gcc aac tec aaa ccg gcg 932 
Gly Gly Gly Gly Gly Ala Ser Gly Gly Gly Ala Asn Ser Lys Pro Ala 
180 185 190 

cag aaa aag age tgc ggc tec aaa gtg gcg ggc ggc gcg ggc ggt ggg 980 
Gin Lys Lys Ser Cys Gly Ser Lys Val Ala Gly Gly Ala Gly Gly Gly 
195 200 205 " 210 

gtt age aaa ccg cac gcc aag etc ate ctg gca ggc ggc ggc ggc ggc 1028 
Val Ser Lys Pro His Ala Lys Leu lie Leu Ala Gly Gly Gly Gly Gly 
215 220 225 

ggg aaa gca gcg get gcc gcc gcc gcc tec ttc gcc gcc gaa cag gcg 1076 
Gly Lys Ala Ala Ala Ala Ala Ala Ala Ser Phe Ala Ala Glu Gin Ala 
230 235 240 
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ggg gcc gcc gcc ctg ctg ccc ctg ggc gcc gcc gcc gac cac cac teg 1124 
Gly Ala Ala Ala Leu Leu Pro Leu Gly Ala Ala Ala Asp His His Ser 
245 250 255 

ctg tac aag gcg egg act ccc age gcc teg gcc tec gcc tec teg gca 1172 
Leu Tyr Lys Ala Arg Thr Pro Ser Ala Ser Ala Ser Ala Ser Ser Ala 
260 265 270 

gcc teg gcc tec gca gcg etc gcg gcc ccg ggc aag cac ctg gcg gag 1220 
Ala Ser Ala Ser Ala Ala Leu Ala Ala Pro Gly Lys His Leu Ala Glu 
275 280 285 290 

aag aag gtg aag cgc gtc tac ctg ttc ggc ggc ctg ggc acg teg teg 1268 
Lys Lys Val Lys Arg Val Tyr Leu Phe Gly Gly Leu Gly Thr Ser Ser 
295 300 ' 305 

teg ccc gtg ggc ggc gtg ggc gcg gga gcc gac ccc age gac ccc ctg 1316 
Ser Pro Val Gly Gly Val Gly Ala Gly Ala Asp Pro Ser Asp Pro Leu 
310 315 320 

ggc ctg tac gag gag gag ggc gcg ggc tgc teg ccc gac gcg ccc age 1364 
Gly Leu Tyr Glu Glu Glu Gly Ala Gly Cys Ser Pro Asp Ala Pro Ser 
325 330 335 

ctg age ggc cgc age age gcc gcc teg tec ccc gee gcc ggc cgc teg 1412 
Leu Ser Gly Arg Ser Ser Ala Ala Ser Ser Pro Ala Ala Gly Arg Ser 
34 0 34 5 350 

ccc gcc gac cac cgc ggc tac gcc age ctg cgc gcc gcc teg ccc gcc 1460 
Pro Ala Asp His Arg Gly Tyr Ala Ser Leu Arg Ala Ala Ser Pro Ala 
355 360 365 370 

ccg tec age gcg ccc teg cac gcg tec tec teg gcc teg tec cac tec 1508 
Pro Ser Ser Ala Pro Ser His Ala Ser Ser Ser Ala Ser Ser His Ser 
375 380 385 

tec tct tec tec tec teg ggc tec teg tec tec gac gac gag ttc gaa 1556 
Ser Ser Ser Ser Ser Ser Gly Ser Ser Ser Ser Asp Asp Glu Phe Glu 
390 395 400 

gac gac ctg etc gac ctg aac ccc age tea aac ttt gag age atg tec 1604 
Asp Asp Leu Leu Asp Leu Asn Pro Ser Ser ^ Asn Phe Glu Ser Met Ser 
405 410 415 

ctg ggc age ttc agt teg teg teg gcg etc gac egg gac ctg gat ttt 1652 
Leu Gly Ser Phe Ser Ser Ser Ser Ala Leu Asp Arg Asp Leu Asp Phe 
420 425 430 

aac ttc gag ccc ggc tec ggc teg cac ttc gag ttc ccg gac tac tgc 1700 
Asn Phe Glu Pro Gly Ser Gly Ser His Phe Glu Phe Pro Asp Tyr Cys 
4 35 440 445 450 

acg ccc gag gtg age gag atg ate teg gga gac tgg etc gag tec age 1748 
Thr Pro Glu Val Ser Glu Met He Ser Gly Asp Trp Leu Glu Ser Ser 
455 460 465 

ate tec aac ctg gtt ttc ace tac tga agggegegea ggcagggaga 1795 
He Ser Asn Leu Val Phe Thr Tyr 
470 

agggcegggg ggggtaggag aggagaaaaa aaaagtgaaa aaaagaaacg aaaaggacag 1855 

acgaagagtt taaagagaaa agggaaaaaa gaaagaaaaa gtaagcaggg ctcgttcgcc 1915 
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cgcgttctcg 


tcgtcggatc 


aaggagcgcg 


gcggcgtttt 


ggacccgcgc 


tcccatcccc 


1975 


caccttcccg 


ggccggggac 


ccactctgcc 


cagccggagg 


gacgcggagg 


aggaaqaqcrq 

37 37 33 ;3 33 3v 


2035 


tagacagggg 


cgacctgtga 


ttgttgttat 


tgatgttgtt 


gttgatggca 


aaaaaaaaaa 


2095 


gcgacttcga 


gtttgctccc 


ctttgcttga 


agagaccccc 


tcccccttcc 


aacgagcttc 


2155 


cggacttgtc 


tgcaccccca 


gcaagaaggc 


gagttagttt 


tctagagact 


taaaaaaat* r 

^— >j u \^ a u \_ \^ 


t. X J 


tcccccttcc 


tgcatcacca 


ccttggtttt 


gttttatttt 


gcttcttggt 


caagaaagga 


2275 


ggggagaacc 


cagcgcaccc 


ctccccccct 


ttttttaaac 


gcgtgatgaa 


V* X-^ V-* wl U ^ >^ w 


2335 


tccggggtga 


cgaatttggc 


cgatggcaga 


tgttttgggg 


gaacgccggg 


actaaoaaa n 

^— ' V— U d ^-J (_A 


£L ~J Zs >J 


tccacgcagg 


cgaattcccg 


tttggggcct 


ttttttcctc 


cctcttttcc 






tctgcagccg 


gaggaggaga 


tgttgagqgg 


aggaggccag 


ccagtgtgac 




^ji j 


at v. y a v <w M 


ana api^r»^rtt" 
dgadCCCCyu 


tggaagcgca 


gcagcgggag 


ctaggggcgg 


gggcggagga 


2575 


ggacacgaac 


tggaaggggg 


ttcacggtca 


aactgaaatg 


gatttgcacg 


ttggggagct 


2635 


ggcggcggcg 


gctgctgggc 


ctccgccttc 


ttttctacgt 


gaaatcagtg 


aggtgagact 


2695 


tcccagaccc 


cggaggcgtg 


gaggagagga 


gactgtttga 


tgtggtacag 


gggcagtcag 


2755 


tggagggcga 


gtggtttcgg 


aaaaaaaaaa 


agaaaaaaag 


gg 




2797 



<210> 44 

<211> 474 

<212> PRT 

<213> homo sapiens 

<400> 44 

Met Val Gin Gin Thr Asn Asn Ala Glu Asn Thr Glu Ala Leu Leu Ala 
1 5 10 15 

Gly Glu Ser Ser Asp Ser Gly Ala Gly Leu Glu Leu Gly He Ala Ser 
20 25 30 

Ser Pro Thr Pro Gly Ser Thr Ala Ser Thr Gly Gly Lys Ala Asp Asp 
35 40 45 

Pro Ser Trp Cys Lys Thr Pro Ser Gly His He Lys Arg Pro Met Asn 
50 55 60 

Ala Phe Met Val Trp Ser Gin He Glu Arg Arg Lys He Met Glu Gin 
" 70 75 "* 80 

Ser Pro Asp Met His Asn Ala Glu He Ser Lys Arg Leu Gly Lys Arg 
85 90 95 

Trp Lys Leu Leu Lys Asp Ser Asp Lys He Pro Phe He Arg Glu Ala 
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100 105 110 

Glu Arg Leu Arg Leu Lys His Met Ala Asp Tyr Pro Asp Tyr Lys Tyr 
115 120 * ~ 125 

Arg Pro Arg Lys Lys Val Lys Ser Gly Asn Ala Asn Ser Ser Ser Ser 
130 135 140 

Ala Ala Ala Ser Ser Lys Pro Gly Glu Lys Gly Asp Lys Val Gly Gly 
14 5 150 155 " 160 

Ser Gly Gly Gly Gly His Gly Gly Gly Gly Gly Gly Gly Ser Ser Asn 
165 170 175 

Ala Gly Gly Gly Gly Gly Gly Ala Ser Gly Gly Gly Ala Asn Ser Lys 
180 185 190 

Pro Ala Gin Lys Lys Ser Cys Gly Ser Lys Val Ala Gly Gly Ala Gly 
195 200 205 

Gly Gly Val Ser Lys Pro His Ala Lys Leu lie Leu Ala Gly Gly Gly 
210 215 ' 220 

Gly Gly Gly Lys Ala Ala Ala Ala Ala Ala Ala Ser Phe Ala Ala Glu 
225 230 235 240 

Gin Ala Gly Ala Ala Ala Leu Leu Pro Leu Gly Ala Ala Ala Asp His 
245 250 255 

His Ser Leu Tyr Lys Ala Arg Thr Pro Ser Ala Ser Ala Ser Ala Ser 
260 265 270 

Ser Ala Ala Ser Ala Ser Ala Ala Leu Ala Ala Pro Gly Lys His Leu 
275 280 285 

Ala Glu Lys Lys Val Lys Arg Val Tyr Leu Phe Gly Gly Leu Gly Thr 
290 295 300 

Ser Ser Ser Pro Val Gly Gly Val Gly Ala Gly Ala Asp Pro Ser Asp 
305 310 315 * 320 

Pro Leu Gly Leu Tyr Glu Glu Glu Gly Ala Gly Cys Ser Pro Asp Ala 
325 330 335 

Pro Ser Leu Ser Gly Arg Ser Ser Ala Ala Ser Ser Pro Ala Ala Gly 
340 345 350 



Arg Ser Pro Ala Asp His Arg Gly Tyr Ala Ser Leu Arg Ala Ala Ser 
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355 360 365 

Pro Ala Pro Ser Ser Ala Pro Ser His Ala Ser Ser Ser Ala Ser Ser 
370 375 380 

His Ser Ser Ser Ser Ser Ser Ser Gly Ser Ser Ser Ser Asp Asp Glu 
385 390 395 400 

Phe Glu Asp Asp Leu Leu Asp Leu Asn Pro Ser Ser Asn Phe Glu Ser 
405 410 415 

Met Ser Leu Gly Ser Phe Ser Ser Ser Ser Ala Leu Asp Arg Asp Leu 
420 425 430 

Asp Phe Asn Phe Glu Pro Gly Ser Gly Ser His Phe Glu Phe Pro Asp 
435 440 445 

Tyr Cys Thr Pro Glu Val Ser Glu Met He Ser Gly Asp Trp Leu Glu 
450 455 460 

Ser Ser He Ser Asn Leu Val Phe Thr Tyr 
465 470 

<210> 45 

<211> 1334 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (14).. (601) 

<400> 45 

gcagaccccc ate atg ggc age cag age tec aag get ccc egg ggc gac 4 9 

Met Gly Ser Gin Ser Ser Lys Ala Pro Arg Gly Asp 
1 5 10 

gtg ace gee gag gag gca gca ggc get tec ccc gcg aag gec aac ggc 97 
Val Thr Ala Glu Glu Ala Ala Gly Ala Ser Pro Ala Lys Ala Asn Gly 
15 20 25 

cag gag aat ggc cac gtg aaa age aat gga gac tta tec ccc aag ggt 14 5 

Gin Glu Asn Gly His Val Lys Ser Asn Gly Asp Leu Ser Pro Lys Gly 
30 35 40 

gaa ggg gag teg ccc cct gtg aac gga aca gat gag gca gee ggg gee 193 
Glu Gly Glu Ser Pro Pro Val Asn Gly Thr Asp Glu Ala Ala Gly Ala 
45 50 55 60 

act ggc gat gee ate gag cca gca ccc cct age cag ggt get gag gee 241 
Thr Gly Asp Ala He Glu Pro Ala Pro Pro Ser Gin Gly Ala Glu Ala 
65 70 75 

aag ggg gag gtc ccc ccc aag gag ace ccc aag aag aag aag aaa ttc 289 
Lys Gly Glu Val Pro Pro Lys Glu Thr Pro Lys Lys Lys Lys Lys Phe 
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80 85 90 

tct ttc aag aag cct ttc aaa ttg age ggc ctg tec ttc aag aga aat 337 
Ser Phe Lys Lys Pro Phe Lys Leu Ser Gly Leu Ser Phe Lys Arg Asn 
95 100 " 105 

egg aag gag ggt ggg ggt gat tct tct gee tec tea ccc aca gag gaa 385 
Arg Lys Glu Gly Gly Gly Asp Ser Ser Ala Ser Ser Pro Thr Glu Glu 
HO 115 120 

gag cag gag cag ggg gag ate ggt gee tgc age gac gag ggc act get 4 33 

Glu Gin Glu Gin Gly Glu lie Gly Ala Cys Ser Asp Glu Gly Thr Ala 
125 130 135 * 140 

cag gaa ggg aag gee gca gec acc cct gag age cag gaa ccc cag gee 481 
Gin Glu Gly Lys Ala Ala Ala Thr Pro Glu Ser Gin Glu Pro Gin Ala 
145 150 155 

aag ggg gca gag get agt gca gee tea gaa gaa gag gca ggg ccc cag 529 
Lys Gly Ala Glu Ala Ser Ala Ala Ser Glu Glu Glu Ala Gly Pro Gin 
160 165 170 

get aca gag cca tec act ccc teg ggg ccg gag agt ggc cct aca cca 577 
Ala Thr Glu Pro Ser Thr Pro Ser Gly Pro Glu Ser Gly Pro Thr Pro 
175 180 185 

gee age get gag cag aat gag tag ctaggtaggg gcaggtgggt gatctctaag 631 
Ala Ser Ala Glu Gin Asn Glu 



190 




195 










ctgeaaaaac 


tgtgctgtcc 


ttgtgaggtc 


actgcctgga 


cctggtgccc 


tggctgeett 


691 


cctgtgccca 


gaaaggaagg 


ggctattgee 


tcctcccagc 


cacgttccct 


ttcctcctct 


751 


ccctcctgtg 


gattctccca 


tcagccatct 


ggttctcctc 


ttaaggccag 


ttgaagatgg 


811 


tcccttacag 


cttcccaagt 


taggttagtg 


atgtgaaatg 


ctcctgtccc 


tggccctacc 


871 


tccttccctg 


tccccacccc 


tgeataagge 


agttgttggt 


tttcttcccc 


aattcttttc 


931 


caagtaggtt 


ttgtttaccc 


tactccccaa 


atccctgagc 


cagaagtggg 


gtgettatae 


991 


tcccaaacct 


tgagtgtcca 


gccttcccct 


gttgttttta 


gtctcttgtg 


ctgtgcctag 


1051 


tggcacctgg 


gctggggagg 


acactgcccc 


gtctaggttt 


ttataaatgt 


cttactcaag 


1111 


ttcaaacctc 


cagcctgtga 


atcaactgtg 


tctctttttt 


gacttggtaa 


gcaagtatta 


1171 


ggctttgggg 


tggggggagg 


tctgtaatgt 


gaaacaactt 


cttgtctttt 


tttctcccac 


1231 


tgttgtaaat 


aacttttaat 


ggccaaaccc 


cagatttgta 


cttttttttt 


ttttctaact 


1291 


gctaaaacca 


ttctcttcca 


cctggtttta 


ctgtaacatt 


tgg 




1334 



<210> 46 

<211> 195 

<212> PRT 

<213> homo sapiens 

<400> 46 

Met Gly Ser Gin Ser Ser Lys Ala Pro Arg Gly Asp Val Thr Ala Glu 
1 5 10 15 
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Glu Ala Ala Gly Ala Ser Pro Ala Lys Ala Asn Gly Gin Glu Asn Gly 
20 25 30 

His Val Lys Ser Asn Gly Asp Leu Ser Pro Lys Gly Glu Gly Glu Ser 
35 40 4 5 

Pro Pro Val Asn Gly Thr Asp Glu Ala Ala Gly Ala Thr Gly Asp Ala 
50 55 60 

He Glu Pro Ala Pro Pro Ser Gin Gly Ala Glu Ala Lys Gly Glu Val 
65 70 75 80 

Pro Pro Lys Glu Thr Pro Lys Lys Lys Lys Lys Phe Ser Phe Lys Lys 
85 ' 90 " 95 

Pro Phe Lys Leu Ser Gly Leu Ser Phe Lys Arg Asn Arg Lys Glu Gly 
100 105 110 

Gly Gly Asp Ser Ser Ala Ser Ser Pro Thr Glu Glu Glu Gin Glu Gin 
115 120 125 

Gly Glu He Gly Ala Cys Ser Asp Glu Gly Thr Ala Gin Glu Gly Lys 
130 135 140 

Ala Ala Ala Thr Pro Glu Ser Gin Glu Pro Gin Ala Lys Gly Ala Glu 
145 150 155 " 160 

Ala Ser Ala Ala Ser Glu Glu Glu Ala Gly Pro Gin Ala Thr Glu Pro 
165 170 175 

Ser Thr Pro Ser Gly Pro Glu Ser Gly Pro Thr Pro Ala Ser Ala Glu 
180 185 190 

Gin Asn Glu 
195 

<210> 47 

<211> 662 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (49).. (456) 

<400> 47 

accgccgacg cagacccctc tctgcacgcc agcccgcccg cacccacc atg gcc aca 57 

Met Ala Thr 
1 
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gtt cag cag ctg gaa gga aga tgg cgc ctg gtg gac age aaa ggc ttt 
Val Gin Gin Leu Glu Gly Arg Trp Arg Leu Val Asp Ser Lys Gly Phe 
5 10 15 



105 



gat gaa tac atg aag gag eta gga gtg gga ata get ttg cga aaa atg 153 
Asp Glu Tyr Met Lys Glu Leu Gly Val Gly lie Ala Leu Arg Lys Met 
20 25 30 35 

ggc gca atg gee aag cca gat tgt ate ate act tgt gat ggt aaa aac 201 
Gly Ala Met Ala Lys Pro Asp Cys He He Thr Cys Asp Gly Lys Asn 
40 45 50 

etc ace ata aaa act gag age act ttg aaa aca aca cag ttt tct tgt 24 9 

Leu Thr He Lys Thr Glu Ser Thr Leu Lys Thr Thr Gin Phe Ser Cys 
55 60 65 

ace ctg gga gag aag ttt gaa gaa acc aca get gat ggc aga aaa act 297 
Thr Leu Gly Glu Lys Phe Glu Glu Thr Thr Ala Asp Gly Arg Lys Thr 
70 75 80 

cag act gtc tgc aac ttt aca gat ggt gca ttg gtt cag cat cag gag 345 
Gin Thr Val Cys Asn Phe Thr Asp Gly Ala Leu Val Gin His Gin Glu 
85 90 95 

tgg gat ggg aag gaa age aca ata aca aga aaa ttg aaa gat ggg aaa 393 
Trp Asp Gly Lys Glu Ser Thr He Thr Arg Lys Leu Lys Asp Gly Lys 
100 105 110 115 

tta gtg gtg gag tgt gtc atg aac aat gtc acc tgt act egg ate tat 441 
Leu Val Val Glu Cys Val Met Asn Asn Val Thr Cys Thr Arg He Tyr 
120 125 J 130 

gaa aaa gta gaa taa aaattccatc atcactttgg acaggagtta attaagagaa 4 96 
Glu Lys Val Glu 
135 

tgaccaagct cagttcaatg agcaaatctc catactgttt ctttcttttt tttttcatta 556 

ctgtgttcaa ttatctttat cataaacatt ttacatgcag ctatttcaaa gtgtgttgga 616 

ttaattagga tcatcccttt ggttaataaa taaatgtgtt tgtgct 662 

<210> 48 

<211> 135 

<212> PRT 

<213> homo sapiens 

<400> 48 

Met Ala Thr Val Gin Gin Leu Glu Gly Arg Trp Arg Leu Val Asp Ser 
1 5 10 15 

Lys Gly Phe Asp Glu Tyr Met Lys Glu Leu Gly Val Gly He Ala Leu 
20 25 30 

Arg Lys Met Gly Ala Met Ala Lys Pro Asp Cys He He Thr Cys Asp 
35 40 45 



Gly Lys Asn Leu Thr He Lys Thr Glu Ser Thr Leu Lys Thr Thr Gin 

Page 54 



WO 2005/007830 



PCT/US2004/022850 



61835-l.ST25.txt 
50 55 60 

Phe Ser Cys Thr Leu Gly Glu Lys Phe Glu Glu Thr Thr Ala Asp Gly 
65 70 75 80 

Arg Lys Thr Gin Thr Val Cys Asn Phe Thr Asp Gly Ala Leu Val Gin 
85 90 " 95 

His Gin Glu Trp Asp Gly Lys Glu Ser Thr lie Thr Arg Lys Leu Lys 
100 105 110 

Asp Gly Lys Leu Val Val Glu Cys Val Met Asn Asn Val Thr Cys Thr 
115 120 125 

Arg lie Tyr Glu Lys Val Glu 
130 135 

<210> 49 

<211> 2808 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (80).. (610) 

<400> 49 

ggcggcggcg gcaggagccc gggaggcgga ggcgggaggc ggcggcggcg cgcggagacg 60 

cagcagcggc agcggcagc atg teg gec ggc gga gcg tea gtc ccg ccg ccc 112 

Met Ser Ala Gly Gly Ala Ser Val Pro Pro Pro 
15 10 

ccg aac ccc gee gtg tec ttc ccg ccg ccc egg gtc ace ctg ccc gec 160 
Pro Asn Pro Ala Val Ser Phe Pro Pro Pro Arg Val Thr Leu Pro Ala 
15 20 25 

ggc ccc gac ate ctg egg ace tac teg ggc gee ttc gtc tgc ctg gag 208 
Gly Pro Asp lie Leu Arg Thr Tyr Ser Gly Ala Phe Val Cys Leu Glu 
30 35 40 

att ctg ttc ggg ggt ctt gtc tgg att ttg gtt gee tec tec aat gtt 256 
He Leu Phe Gly Gly Leu Val Trp He Leu Val Ala Ser Ser Asn Val 
45 50 55 

cct eta cct eta eta caa gga tgg gtc atg ttt gtg tec gtg aca gcg 304 
Pro Leu Pro Leu Leu Gin Gly Trp Val Met Phe Val Ser Val Thr Ala 
6 ° 65 70 75 

ttt ttc ttt teg etc etc ttt ctg ggc atg ttc etc tct ggc atg gtg 352 
Phe Phe Phe Ser Leu Leu Phe Leu Gly Met Phe Leu Ser Gly Met Val 
80 85 90 

get caa att gat get aac tgg aac ttc ctg gat ttt gec tac cat ttt 400 
Ala Gin He Asp Ala Asn Trp Asn Phe Leu Asp Phe Ala Tyr His Phe 
95 100 105 
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aca gta ttt gtc ttc tat ttt gga gcc ttt tta ttg gaa gca gca gcc 4 48 

Thr Val Phe Val Phe Tyr Phe Gly Ala Phe Leu Leu Glu Ala Ala Ala 
110 115 120 

aca tec ctg cat gat ttg cat tgc aat aca acc ata acc ggg cag cca 4 96 

Thr Ser Leu His Asp Leu His Cys Asn Thr Thr lie Thr Gly Gin Pro 
125 130 135 

etc ctg agt gat aac cag tat aac ata aac gta gca gcc tea att ttt 54 4 

Leu Leu Ser Asp Asn Gin Tyr Asn He Asn Val Ala Ala Ser He Phe 
140 145 150 155 

gcc ttt atg acg aca get tgt tat ggt tgc agt ttg ggt ctg get tta 592 
Ala Phe Met Thr Thr Ala Cys Tyr Gly Cys Ser Leu Gly Leu Ala Leu 
160 165 170 

cga aga tgg cga ccg taa cactccttag aaactggcag tcgtatgtta 64 0 

Arg Arg Trp Arg Pro 
175 



gtttcacttg 


tctactttat 


atgtctgatc 


aatttggata 


ccattttgtc 


cagatgeaaa 


700 


aacattccaa 


aagtaatgtg 


tttagtagag 


agagactcta 


agctcaagtt 


ctggtttatt 


760 


tcatggatgg 


aatgttaatt 


ttattatgat 


attaaagaaa 


tggectttta 


ttttacatct 


820 


ctcccctttt 


tccctttccc 


cctttatttt 


cctccttttc 


tttctgaaag 


tttcctttta 


880 


tgtccataaa 


atacaaatat 


attgttcata 


aaaaattagt 


atcccttttg 


tttggttgct 


940 


gagtcacctg 


aaccttaatt 


ttaattggta 


attacagccc 


ctaaaaaaaa 


cacatttcaa 


1000 


ataggcttcc 


cactaaactc 


tatattttag tgtaaaccag 


gaattggcac 


acttttttta 


1060 


gaatgggcca 


gatggtaaat 


atttatgett 


cacggtccat 


acagtctctg 


tcacaactat 


1120 


tcagttctgc 


tagtatagcg 


tgaaagcagc 


tatacacaat 


acagaaatga 


atgagtgtgg 


1180 


ttatgttcta 


ataaaactta 


tttataaaaa 


caaggggagg 


ctgggtttag 


cctgtgggcc 


1240 


atagtttgtc 


aaccactggt 


gtaaaacctt 


agttatatat 


gatctgeatt 


ttcttgaact 


1300 


gatcattgaa 


aacttataaa 


cctaacagaa 


aagecacata 


atatttagtg 


teattatgea 


1360 


ataatcacat 


tgcctttgtg 


ttaatagtca 


aatacttacc 


tttggagaat 


acttaccttt 


1420 


ggaggaatgt 


ataaaatttc 


tcaggcagag 


tcctggatat 


aggaaaaagt 


aatttatgaa 


1480 


gtaaacttca 


gttgcttaat 


caaactaatg 


atagtctaac 


aactgagcaa 


gatcctcatc 


1540 


tgagagtgct 


taaaatggga 


tccccagaga 


ccattaacca 


atactggaac 


tggtatctag 


1600 


ctactgatgt 


cttactttga 


gtttatttat 


gcttcagaat 


acagttgttt 


gccctgtgca 


1660 


tgaatatacc 


catatttgtg 


tgtggatatg 


tgaagctttt 


ccaaatagag 


ctctcagaag 


1720 


aattaagttt 


ttacttctaa 


ttattttgea 


ttactttgag 


ttaaatttga 


atagagtatt 


1780 


aaatataaag 


ttgtagattc 


ttatgtgttt 


ttgtattagc 


ccagacatct 


gtaatgtttt 


1840 


tgcactggtg 


acagacaaaa 


tctgttttaa 


aatcatatcc 


agcacaaaaa 


ctatttctgg 


1900 


ctgaatagca 


cagaaaagta 


ttttaaccta 


cctgtagaga 


tcctcgtcat 


ggaaaggtgc 


1960 
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caaactgttt tgaatggaag gacaagtaag agtgaggcca cagttcccac cacacgaggg 2020 

cttttgtatt gttctacttt ttcagccctt tactttctgg ctgaagcatc cccttggagt 2080 

gccatgtata agttgggcta ttagagttca tggaacatag aacaaccatg aatgagtggc 2140 

atgatccgtg cttaatgatc aagtgttact tatctaataa tcctctagaa agaaccctgt 2200 

tagatcttgg tttgtgataa aaatataaag acagaagaca tgaggaaaaa caaaaggttt 2260 

gaggaaatca ggcatatgac tttatactta acatcagatc ttttctataa tatcctacta 2320 

ctttggtttt cctagctcca taccacacac ctaaacctgt attatgaatt acatattaca 2380 

aagtcataaa tgtgccatat ggatatacag tacattctag ttggaatcgt ttactctgct 24 40 

agaatttagg tgtgagattt tttgtttccc aggtatagca ggcttatgtt tggtggcatt 2500 

aaattggttt ctttaaaatg ctttggtggc acttttgtaa acagattgct tctagattgt 2560 

tacaaaccaa gcctaagaca catctgtgaa tacttagatt tgtagcttaa tcacattcta 2620 

gacttgtgag ttgaatgaca aagcagttga acaaaaatta tggcatttaa gaatttaaca 2680 

tgtcttagct gtaaaaatga gaaagtgttg gttggtttta aaatctggta actccatgat 2740 

gaaaagaaat ttattttata cgtgttatgt ctctaataaa gtattcattt gataaaaaaa 2800 

aaaaaaaa 2808 

<210> 50 

<211> 176 

<212> PRT 

<213> homo sapiens 

<400> 50 

Met Ser Ala Gly Gly Ala Ser Val Pro Pro Pro Pro Asn Pro Ala Val 
15 10 15 

Ser Phe Pro Pro Pro Arg Val Thr Leu Pro Ala Gly Pro Asp lie Leu 
20 25 30 

Arg Thr Tyr Ser Gly Ala Phe Val Cys Leu Glu lie Leu Phe Gly Gly 
35 40 45 

Leu Val Trp lie Leu Val Ala Ser Ser Asn Val Pro Leu Pro Leu Leu 
50 55 60 

Gin Gly Trp Val Met Phe Val Ser Val Thr Ala Phe Phe Phe Ser Leu 
65 70 75 80 

Leu Phe Leu Gly Met Phe Leu Ser Gly Met Val Ala Gin He Asp Ala 
85 90 95 

Asn Trp Asn Phe Leu Asp Phe Ala Tyr His Phe Thr Val Phe Val Phe 
100 105 110 
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Tyr Phe Gly Ala Phe Leu Leu Glu Ala Ala Ala Thr Ser Leu His Asp 
115 120 . 125 

Leu His Cys Asn Thr Thr He Thr Gly Gin Pro Leu Leu Ser Asp Asn 
130 135 140 

Gin Tyr Asn He Asn Val Ala Ala Ser He Phe Ala Phe Met Thr Thr 
145 150 155 160 

Ala Cys Tyr Gly Cys Ser Leu Gly Leu Ala Leu Arg Arg Trp Arg Pro 
165 170 175 

<210> 51 

<211> 3097 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (187) . . (1575) 
<400> 51 

cccccgaggg acatgagaga agaggagcgg cgctcaggtt attccaggat ctttggagac 60 

ccgaggaaag ccgtgttgac caaaagcaag acaaatgact cacagagaaa aaagatggca 120 

gaaccaaggg caactaaagc cgtcaggttc tgaacagctg gtagatgggc tggcttactg 180 

aaggac atg att cag act gtc ccg gac cca gca get cat ate aag gaa 228 
Met He Gin Thr Val Pro Asp Pro Ala Ala His He Lys Glu 
1 5 10 

gec tta tea gtt gtg agt gag gac cag teg ttg ttt gag tgt gee tac 276 
Ala Leu Ser Val Val Ser Glu Asp Gin Ser Leu Phe Glu Cys Ala Tyr 
15 20 25 30 

gga acg cca cac ctg get aag aca gag atg ace gcg tec tec tec age 324 
Gly Thr Pro His Leu Ala Lys Thr Glu Met Thr Ala Ser Ser Ser Ser 
35 40 45 

gac tat gga cag act tec aag atg age cca cgc gtc cct cag cag gat 372 
Asp Tyr Gly Gin Thr Ser Lys Met Ser Pro Arg Val Pro Gin Gin Asp 
50 55 60 

tgg ctg tct caa ccc cca gec agg gtc ace ate aaa atg gaa tgt aac 420 
Trp Leu Ser Gin Pro Pro Ala Arg Val Thr He Lys Met Glu Cys Asn 
65 70 75 

cct age cag gtg aat ggc tea agg aac tct cct gat gaa tgc agt gtg 4 68 

Pro Ser Gin Val Asn Gly Ser Arg Asn Ser Pro Asp Glu Cys Ser Val 
80 85 90 

gec aaa ggc ggg aag atg gtg ggc age cca gac ace gtt ggg atg aac 516 
Ala Lys Gly Gly Lys Met Val Gly Ser Pro Asp Thr Val Gly Met Asn 
95 100 105 " HO 

tac ggc age tac atg gag gag aag cac atg cca ccc cca aac atg ace 564 
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Tyr Gly Ser Tyr Met Glu Glu Lys His Met Pro Pro Pro Asn Met Thr 

115 120 125 

acg aac gag cgc aga gtt ate gtg cca gca gat cct acg eta tgg agt 612 

Thr Asn Glu Arg Arg Val lie Val Pro Ala Asp Pro Thr Leu Trp Ser 
130 135 * 140 

aca gac cat gtg egg cag tgg ctg gag tgg gcg gtg aaa gaa tat ggc 660 

Thr Asp His Val Arg Gin Trp Leu Glu Trp Ala Val Lys Glu Tyr Gly 
145 . 150 155 



ctt cca gac gtc aac ate ttg tta ttc cag aac ate gat ggg aag gaa 
Leu Pro Asp Val Asn lie Leu Leu Phe Gin Asn lie Asp Gly Lys Glu 
160 165 170 * 



aac gee gac ate ctt etc tea cat etc cac tac etc aga gag act cct 
Asn Ala Asp lie Leu Leu Ser His Leu His Tyr Leu Arg Glu Thr Pro 

1 O /\/-\ ^ ^ ^ 



195 200 205 



290 295 300 

etc ctg teg gac age tec aac tec age tgc ate ace tgg gaa ggc ace 

Leu Leu Ser Asp Ser Ser Asn Ser Ser Cys lie Thr Trp Glu Gly Thr 

305 310 315 



708 



ctg tgc aag atg ace aag gac gac ttc cag agg etc ace ccc age tac 756 
Leu Cys Lys Met Thr Lys Asp Asp Phe Gin Arg Leu Thr Pro Ser Tyr 
17 5 180 185 190 



804 



ctt cca cat ttg act tea gat gat gtt gat aaa gee tta caa aac tct 852 
Leu Pro His Leu Thr Ser Asp Asp Val Asp Lys Ala Leu Gin Asn Ser 
210 215 220 

cca egg tta atg cat get aga aac aca gat tta cca tat gag ccc ccc 900 
Pro Arg Leu Met His Ala Arg Asn Thr Asp Leu Pro Tyr Glu Pro Pro 
225 230 235 

agg aga tea gee tgg acc ggt cac ggc cac ccc acg ccc cag teg aaa 94 8 

Arg Arg Ser Ala Trp Thr Gly His Gly His Pro Thr Pro Gin Ser Lys 
240 245 250 

get get caa cca tct cct tec aca gtg ccc aaa act gaa gac cag cgt 996 
Ala Ala Gin Pro Ser Pro Ser Thr Val Pro Lys Thr Glu Asp Gin Arg 
255 260 265 270 

cct cag tta gat cct tat cag att ctt gga cca aca agt age cgc ctt 104 4 

Pro Gin Leu Asp Pro Tyr Gin lie Leu Gly Pro Thr Ser Ser Arg Leu 
275 280 285 

gca aat cca ggc agt ggc cag ate cag ctt tgg cag ttc etc ctg gag 1092 
Ala Asn Pro Gly Ser Gly Gin lie Gin Leu Trp Gin Phe Leu Leu Glu 



1140 



aac ggg gag ttc aag atg acg gat ccc gac gag gtg gee egg cgc tgg 1188 
Asn Gly Glu Phe Lys Met Thr Asp Pro Asp Glu Val Ala Arg Arg Trp 
320 325 330 

gga gag egg aag age aaa ccc aac atg aac tac gat aag etc age cgc 1236 
Gly Glu Arg Lys Ser Lys Pro Asn Met Asn Tyr Asp Lys Leu Ser Arg 
335 340 345 350 

gee etc cgt tac tac tat gac aag aac ate atg acc aag gtc cat ggg 1284 
Ala Leu Arg Tyr Tyr Tyr Asp Lys Asn lie Met Thr Lys Val His Gly 
355 360 ' 365 

aag cgc tac gee tac aag ttc gac ttc cac ggg ate gee cag gee etc 1332 
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Lys Arg Tyr Ala Tyr Lys Phe Asp Phe His Gly lie Ala Gin Ala Leu 
370 375 380 

cag ccc cac ccc ccg gag tea tct ctg tac aag tac ccc tea gac etc 1380 
Gin Pro His Pro Pro Glu Ser Ser Leu Tyr Lys Tyr Pro Ser Asp Leu 
385 390 J 395 

ccg tac atg ggc tec tat cac gec cac cca cag aag atg aac ttt gtg 1428 
Pro Tyr Met Gly Ser Tyr His Ala His Pro Gin Lys Met Asn Phe Val 
400 405 410 

gcg ccc cac cct cca gee etc ccc gtg aca tct tec agt ttt ttt get 1476 
Ala Pro His Pro Pro Ala Leu Pro Val Thr Ser Ser Ser Phe Phe Ala 
415 420 425 430 

gec cca aac cca tac tgg aat tea cca act ggg ggt ata tac ccc aac 1524 
Ala Pro Asn Pro Tyr Trp Asn Ser Pro Thr Gly Gly lie Tyr Pro Asn 
435 440 A 445 

act agg etc ccc acc age cat atg cct tct cat ctg ggc act tac tac 1572 
Thr Arg Leu Pro Thr Ser His Met Pro Ser His Leu Gly Thr Tyr Tyr 
450 455 460 



taa agacctggcg gaggcttttc ccatcagcgt gcattcacca gcccatcgcc 


1 COt: 


acaaactcta 


teggagaaca 


tgaatcaaaa 


gtgcctcaag 


aggaatgaaa 


aaagctttac 


-L U O J 


tggggctggg 


gaaggaagee 


ggggaagaga 


tccaaagact 


cttgggaggg 


agttactgaa 


X f *i «J 


gtcttactac 


agaaatgagg 


aggatgetaa 


aaatgt cacg 


aat at ggaca 


tatcatrtot 


± O U 3 


ggactgacct 


tgtaaaagac 


agtgtatgta 


gaagcatgaa 


gtcttaagga 


caaagtgeca 


1865 


aagaaagtgg 


tcttaagaaa 


tgtataaact 


ttagagtaga 


gtttggaatc 


ccactaatgc 


1925 


aaactgggat 


gaaactaaag 


caatagaaac 


aacacagttt 


tgacctaaca 


tacegtttat 


1985 


aatgccattt 


taaggaaaac 


tacctgtatt 


taaaaataga 


aacatatcaa 


aaacaagaga 


2045 


aaagacacga 


gagagactgt 


ggcccatcaa 


cagacgttga 


tatgeaactg 


catggcatgt 


2105 


gctgttttgg 


ttgaaatcaa 


atacattccg 


tttgatggac 


agctgtcagc 


tttctcaaac 


2165 


tgtgaagatg 


acccaaagtt 


tccaactcct 


ttacagtatt 


acegggacta 


tgaactaaaa 


2225 


ggtgggactg 


aggatgtgta 


tagagtgagc 


gtgtgattgt 


agacagaggg 


gtgaagaagg 


2285 


aggaggaaga 


ggcagagaag 


gaggagacca 


ggctgggaaa 


gaaacttctc 


aagcaatgaa 


2345 


gactggactc 


aggacatttg 


gggactgtgt 


acaatgagtt 


atggagactc 


gagggttcat 


2405 


gcagtcagtg 


ttataccaaa 


cccagtgtta 


ggagaaagga 


cacagegtaa 


tggagaaagg 


2465 


gaagtagtag 


aattcagaaa 


caaaaatgeg 


catctctttc 


tttgtttgtc 


aaatgaaaat 


2525 


tttaactgga 


attgtctgat 


atttaagaga 


aacattcagg 


acctcatcat 


tatgtggggg 


2585 


ctttgttctc 


cacagggtca 


ggtaagagat 


ggccttcttg 


gctgccacaa 


tcagaaatca 


2645 


cgcaggcatt 


ttgggtaggc 


ggcctccagt 


tttcctttga 


gtcgcgaacg 


ctgtgcgttt 


2705 


gtcagaatga 


agtatacaag 


tcaatgtttt 


tccccctttt 


tatataataa 


ttatataact 


2765 


tatgeattta 


tacactacga 


gttgatctcg 


gccagccaaa 


gacacacgac 


aaaagagaca 


2825 
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atcgatataa tgtggccttg aattttaact ctgtatgctt aatgtttaca atatgaagtt 2885 

attagttctt agaatgcaga atgtatgtaa taaaataagc ttggcctagc atggcaaatc 2945 

agatttatac aggagtctgc atttgcactt tttttagtga ctaaagttgc ttaatgaaaa 3005 

catgtgctga atgttgtgga ttttgtgtta taatttactt tgtccaggaa cttgtgcaag 3065 

ggagagccaa ggaaatagga tgtttggcac cc 3097 

<210> 52 

<211> 462 

<212> PRT 

<213> Homo sapiens 

<400> 52 

Met lie Gin Thr Val Pro Asp Pro Ala Ala His He Lys Glu Ala Leu 
1 5 10 is 

Ser Val Val Ser Glu Asp Gin Ser Leu Phe Glu Cys Ala Tyr Gly Thr 
20 25 30 

Pro His Leu Ala Lys Thr Glu Met Thr Ala Ser Ser Ser Ser Asp Tyr 
35 40 4 5 

Gly Gin Thr Ser Lys Met Ser Pro Arg Val Pro Gin Gin Asp Trp Leu 
30 55 60 

Ser Gin Pro Pro Ala Arg Val Thr He Lys Met Glu Cys Asn Pro Ser 
bb 70 75 80 

Gin Val Asn Gly Ser Arg Asn Ser Pro Asp Glu Cys Ser Val Ala Lys 
85 90 95 

Gly Gly Lys Met Val Gly Ser Pro Asp Thr Val Gly Met Asn Tyr Glv 
100 105 110 

Ser Tyr Met Glu Glu Lys His Met Pro Pro Pro Asn Met Thr Thr Asn 
115 120 125 

Glu Arg Arg Val He Val Pro Ala Asp Pro Thr Leu Trp Ser Thr Asp 
130 135 140 

His Val Arg Gin Trp Leu Glu Trp Ala Val Lys Glu Tyr Gly Leu Pro 
145 150 155 160 

Asp Val Asn He Leu Leu Phe Gin Asn He Asp Gly Lys Glu Leu Cvs 
165 170 ' 175 



Lys Met Thr Lys Asp Asp Phe Gin Arg Leu Thr Pro Ser Tyr Asn Ala 
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180 185 190 

Asp He Leu Leu Ser His Leu His Tyr Leu Arg Glu Thr Pro Leu Pro 
195 200 205 

His Leu Thr Ser Asp Asp Val Asp Lys Ala Leu Gin Asn Ser Pro Arg 
210 215 220 

Leu Met His Ala Arg Asn Thr Asp Leu Pro Tyr Glu Pro Pro Arg Arg 
225 230 235 240 

Ser Ala Trp Thr Gly His Gly His Pro Thr Pro Gin Ser Lys Ala Ala 
245 250 255 

Gin Pro Ser Pro Ser Thr Val Pro Lys Thr Glu Asp Gin Arg Pro Gin 
260 265 ~ 270 

Leu Asp Pro Tyr Gin He Leu Gly Pro Thr Ser Ser Arg Leu Ala Asn 
275 280 285 

Pro Gly Ser Gly Gin He Gin Leu Trp Gin Phe Leu Leu Glu Leu Leu 
290 295 300 

Ser Asp Ser Ser Asn Ser Ser Cys He Thr Trp Glu Gly Thr Asn Gly 
305 310 315 320 

Glu Phe Lys Met Thr Asp Pro Asp Glu Val Ala Arg Arg Trp Gly Glu 
325 330 335 

Arg Lys Ser Lys Pro Asn Met Asn Tyr Asp Lys Leu Ser Arg Ala Leu 
340 345 350 

Arg Tyr Tyr Tyr Asp Lys Asn He Met Thr Lys Val His Gly Lys Arg 
355 360 365 

Tyr Ala Tyr Lys Phe Asp Phe His Gly He Ala Gin Ala Leu Gin Pro 
370 375 380 

His Pro Pro Glu Ser Ser Leu Tyr Lys Tyr Pro Ser Asp Leu Pro Tyr 
385 390 395 ' 400 

Met Gly Ser Tyr His Ala His Pro Gin Lys Met Asn Phe Val Ala Pro 
405 410 415 

His Pro Pro Ala Leu Pro Val Thr Ser Ser Ser Phe Phe Ala Ala Pro 
420 425 430 



Asn Pro Tyr Trp Asn Ser Pro Thr Gly Gly He Tyr Pro Asn Thr Arg 
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435 440 445 



Leu Pro Thr Ser His Met Pro Ser His Leu Gly Thr Tyr Tyr 
450 455 460 
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